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<160> 86 

<210> 1 

<211> 463 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (52) . . (240) 

<400> 1 



ccacgcgtcc gcaacaattt gatcaggcaa taacctgacg accctggttt g ttc tgt 

Phe Cys 
1 

gaa tgc att ttc gtc gtg ctt caa caa cag gga ccg gac tac atg gtc 
Glu Cys He Phe Val Val Leu Gin Gin Gin Gly Pro Asp Tyr Met Val 
5 10 15 

cgc aac gca agg agg tec atg ctg gag gag ctg gag ggg atg ctg gag 
Arg Asn Ala Arg Arg Ser Met Leu Glu Glu Leu Glu Gly Met Leu Glu 
20 25 30 



ate gtg gag cct cag ccg ccg ggg aag ccg agg acg ctt age cgc agg 
lie Val Glu Pro Gin Pro Pro Gly Lys Pro Arg Thr Leu Ser Arg Arg 
35 40 45 50 

agg ttc gat etc cca gaa ggc gta gec ate gaa aag gag aegegggagg 
Arg Phe Asp Leu Pro Glu Gly Val Ala He Glu Lys Glu 

55 60 

egggcaagtg aagtgcatcg gtgggtggtg geatgettgg gcagtttggt atatgegega 

tgeggactat agagtttgag tttgtgctgc taccgaaccg tggaccacct taccccgttg 

agatgtttga tagctggact ttttgtgctg ttgtatttgt agaccagaac gttgttcttt 

gtaataaatt ggcgtgtgct getttttget aat 



<210> 2 

<211> 1702 

<212> DNA 

<213> Zea mays 



1 




2 



cat tac ttt aag gtt gaa tat gtc aaa cat ctt ccc ttt gtt get gga 
His Tyr Phe Lys Val Glu Tyr Val Lys His Leu Pro Phe Val Ala Gly 

195 200 205 



gec atg att gat tct cat aca acg get gag tat tgg aat age agg act 
Ala Met lie Asp Ser His Thr Thr Ala Glu Tyr Trp Asn Ser Arg Thr 
210 215 220 

age gat cgc ctg aaa ata cag atg cca caa act tat gtt gtt cac ctg 
Ser Asp Arg Leu Lys lie Gin Met Pro Gin Thr Tyr Val Val His Leu 
225 230 235 

ggg aat agt aaa gaa eta atg gaa gtt get gaa gac aat gtc gca aga 
Gly Asn Ser Lys Glu Leu Met Glu Val Ala Glu Asp Asn Val Ala Arg 
240 245 250 255 

aga gtc eta egg gaa cat att cgt gaa tec ctt gga gta egg agt gag 
Arg Val Leu Arg Glu His lie Arg Glu Ser Leu Gly Val Arg Ser Glu 

260 265 270 

gat etc ctg ttt gca ata ata aac agt gta tea cga gga aag gga caa 
Asp Leu Leu Phe Ala lie lie Asn Ser Val Ser Arg Gly Lys Gly Gin 

275 280 285 

gac tta ttt ctt caa gca ttt tat cag get ttg cag etc ate caa cac 
Asp Leu Phe Leu Gin Ala Phe Tyr Gin Ala Leu Gin Leu lie Gin His 
290 295 300 

gag aaa ctt aaa gtg cct aga ata cat get gta gtt gtg gga agt gat 
Glu Lys Leu Lys Val Pro Arg lie His Ala Val Val Val Gly Ser Asp 
305 310 315 

gtt aat get cag acc aaa ttt gag act cag tta cgt gac ttt gtg gtg 
Val Asn Ala Gin Thr Lys Phe Glu Thr Gin Leu Arg Asp Phe Val Val 
320 325 330 335 

aag aac acg att cat gac cgt gtc cat ttt gtg aac aag aca ttg gca 
Lys Asn Thr lie His Asp Arg Val His Phe Val Asn Lys Thr Leu Ala 

340 345 350 

gtg gee cct tac ttg gca gca att gat gtg ctt gtt cag aat tct cag 
Val Ala Pro Tyr Leu Ala Ala lie Asp Val Leu Val Gin Asn Ser Gin 

355 360 365 

ggc cgt gga gaa tgc ttt gga agg ata aca att gaa gca atg gca ttc 
Gly Arg Gly Glu Cys Phe Gly Arg lie Thr lie Glu Ala Met Ala Phe 
370 375 380 

aag ttg cca gta ttg ggc acg get get gga ggg acc acg gag ate gtc 
Lys Leu Pro Val Leu Gly Thr Ala Ala Gly Gly Thr Thr Glu lie Val 
385 390 395 

ctg gac ggc teg act ggc ctt ctg cat cct get ggg aag gag ggc gtg 
Leu Asp Gly Ser Thr Gly Leu Leu His Pro Ala Gly Lys Glu Gly Val 
400 405 410 415 



gcg cct ctt gca aag aac ate gtc aga etc gca age cac gee gag cag 



■ JS3J 



£4^ 



Ala Pro Leu Ala Lys Asn He Val Arg Leu Ala Ser His Ala Glu Gin 

420 425 430 

agg gtc tec atg ggg gaa aag ggc tat ggc agg gtg aag gaa atg ttc 1403 
Arg Val Ser Met Gly Glu Lys Gly Tyr Gly Arg Val Lys Glu Met Phe 

435 440 445 

atg gag cac cac atg get gag agg ate gcg gcg gtg ttg aag gat gtc 1451 
Met Glu His His Met Ala Glu Arg He Ala Ala Val Leu Lys Asp Val 
450 455 460 

ctg agg aaa tea cag gag cac tec agg tct tga getttgeegt gcccatcagc 1504 
Leu Arg Lys Ser Gin Glu His Ser Arg Ser 
465 470 

ttgegctaac atgttgaact agattttacg ggctacgcct acgtggttca ggctgtaaac 1564 

tgtagattgc actctgttgg tctacttttt cacattcatg ttttacctat taggecatgt 1624 

ccgattctat tccaattcat ataggttcta tttcaatcca tatagattaa gagggattga 1684 
ggagatttca atcttagt 

<210> 3 

<211> 1430 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 
<222> (1)..(1203) 

<400> 3 



cca cgc gtc cgt eta att ata gaa aag aat aga gac tac aca gtt gat 
Pro Arg Val Arg Leu He He Glu Lys Asn Arg Asp Tyr Thr Val Asp 

M; 15 10 15 

tat age age tea tct ttt gga eta tea ggt get agt tat ata tea tec 
Tyr Ser Ser Ser Ser Phe Gly Leu Ser Gly Ala Ser Tyr He Ser Ser 

20 25 30 

ccc atg agg gaa aca gag cag tea aag act agt ttt gac cag ttt tat 
Pro Met Arg Glu Thr Glu Gin Ser Lys Thr Ser Phe Asp Gin Phe Tyr 
35 40 45 

tct aat gee aat ttc cag ttg tat ttg tec ttc tgc aac ttt gac aag 
Ser Asn Ala Asn Phe Gin Leu Tyr Leu Ser Phe Cys Asn Phe Asp Lys 
50 55 60 

gca atg ttc ttg ggt ttc ttt cat gag eta tec gag ctt ccc ttt gaa 
Ala Met Phe Leu Gly Phe Phe His Glu Leu Ser Glu Leu Pro Phe Glu 
65 70 75 80 

ctg caa aga aaa get gtc aga gat ttg aag act tct ctg age ggt gaa 
Leu Gin Arg Lys Ala Val Arg Asp Leu Lys Thr Ser Leu Ser Gly Glu 



1702 



48 



96 



144 



192 



240 



288 



4 



85 90 95 





aat 
Asn 


gaa 
Glu 


att 
He 


tgg 
Trp 
100 


cat 
His 


tct 
Ser 


atg 
Met 


gtc 
Val 


tac 
Tyr 
105 


aat 
Asn 


ggg 

Gly 


ttt 
Phe 


ttt 
Phe 


gaa 
Glu 
110 


gca 
Ala 


ttc 
Phe 


336 




cat 
His 


gaa 
Glu 


ttc 
Phe 
115 


etc 
Leu 


aag 
Lys 


aat gac 
Asn Asp 


agt gga 
Ser Gly 
120 


att 
He 


cac 
His 


aca 
Thr 


ctg 
Leu 
125 


caa 
Gin 


get 
Ala 


cga 
Arg 


384 




agg 
Arg 


get 
Ala 
130 


ggg 

Gly 


att 
He 


cag 
Gin 


ttt 
Phe 


ttt 
Phe 
135 


ctt 
Leu 


get 
Ala 


ttc 
Phe 


ctt 
Leu 


tct 
Ser 
140 


agt 
Ser 


ggc agg get 
Gly Arg Ala 


432 




cga 
Arg 

14 5 


att 
He 


cct 
Pro 


tea 
Ser 


gtt 
Val 


tgt 
Cys 
150 


gaa 
Glu 


gat 
Asp 


gtg 
Val 


gta 
Val 


ctt 
Leu 
155 


ctg 
Leu 


att 
He 


gca 
Ala 


tea 
Ser 


eta 
Leu 
160 


480 




cat 
His 


gat 
Asp 


tec 
Ser 


gag 
Glu 


ttc 
Phe 
165 


aaa 
Lys 


cag 
Gin 


gag 
Glu 


get 
Ala 


ctt 
Leu 
170 


ctg 
Leu 


att 
He 


gta 
Val 


cat 
His 


gaa 
Glu 
175 


ctg 
Leu 


528 




ctt 
Leu 


cag 
Gin 


gaa 
Glu 


cca 
Pro 
180 


age 
Ser 


tgt 
Cys 


cca 
Pro 


aaa 
Lys 


tct 
Ser 
185 


agt 
Ser 


etc 
Leu 


atg 
Met 


gee 
Ala 


tec 
Ser 
190 


att 
He 


ctt 
Leu 


576 


''':>=; 


tct 
Ser 


cct 
Pro 


tea 
Ser 
195 


gtg 

val 


ttt 
Phe 


gga get 
Gly Ala 


ttg 
Leu 
200 


gac 
Asp 


agt 
Ser 


gga gaa acc 
Gly Glu Thr 
205 


aag 
Lys 


tgc 
Cys 


ctg 
Leu 


624 




gac 
Asp 


etc 
Leu 
210 


get 

Ala 


ctg 
Leu 


cag 

Gin 


ate 
He 


ate 
He 
215 


tgc 
Cys 


aag 
Lys 


att 
He 


tea 
Ser 


tct gat 
Ser Asp 
220 


aat gat 
Asn Asp 


ata 
He 


672 


if ft; i 
" 


aaa 
Lys 
225 


tct 
Ser 


tac 
Tyr 


ctt 
Leu 


ctt 
Leu 


teg 
Ser 
230 


tec 
Ser 


gga 
Gly 


ata 
He 


gtg 

Val 


teg 
Ser 
235 


agg 

Arg 


tta 
Leu 


tct 
Ser 


ccg 
Pro 


etc 
Leu 

240 


720 




ctt 
Leu 


ggt 
Gly 


gaa 
Glu 


gga 
Gly 


aag 
Lys 
245 


atg 
Met 


aca 
Thr 


gaa 
Glu 


tgc 
Cys 


tct 
Ser 
250 


ttg 
Leu 


aag 
Lys 


att 
He 


eta 
Leu 


egg 
Arg 
255 


aac 
Asn 


768 




ttg 
Leu 


agt 
Ser 


gac 

Asp 


gtg 
Val 
260 


aaa 
Lys 


gag 
Glu 


acc 
Thr 


gca 
Ala 


ggg 

Gly 
265 


ttt 
Phe 


ata 
He 


ate 
He 


aga 
Arg 


aca 
Thr 
270 


ggt aat 

Gly Asn 


816 




tgc 
Cys 


gtc 
Val 


age 
Ser 
275 


tec 
Ser 


att 
He 


tea 
Ser 


gat 
Asp 


cat 
His 
280 


ctg 
Leu 


gac 
Asp 


act 
Thr 


gga 

Gly 


age 
Ser 
285 


cac 
His 


age 
Ser 


gaa 
Glu 


864 




cgt 
Arg 


gaa 
Glu 
290 


cat 
His 


gcg 
Ala 


gtg 
Val 


gtc 

Val 


ate 
He 
295 


ctt 
Leu 


eta 
Leu 


ggg gta 
Gly Val 


tgc 
Cys 
300 


tec 
Ser 


cac 
His 


agt 
Ser 


cct 
Pro 


912 




gag 

Glu 
305 


gtt 
Val 


tgt 
Cys 


tea 
Ser 


ctt 
Leu 


tec 
Ser 
310 


atg 
Met 


aag 
Lys 


gaa ggc gtc 
Glu Gly Val 
315 


ate 
He 


cca 
Pro 


gee 
Ala 


ctt 
Leu 


gta 
Val 
320 


960 



5 



pi 



?k 3 



gac tta tea gtg agt gga acc aag gtg gca agg gat tgc teg gtc aag 1008 
Asp Leu Ser Val Ser Gly Thr Lys Val Ala Arg Asp Cys Ser Val Lys 

325 330 335 

ttg ctt cag ctt ctg agg aac ttc agg cga tgt gac cag ttc age agt 1056 
Leu Leu Gin Leu Leu Arg Asn Phe Arg Arg Cys Asp Gin Phe Ser Ser 

340 345 350 

tea tgc tea aga gag ctt get gtc gat cat gtt tea gag aac act cgc 1104 
Ser Cys Ser Arg Glu Leu Ala Val Asp His Val Ser Glu Asn Thr Arg 
355 360 365 

aat ggt tea att tgc atg cag ccg ata tea aag tea gec egg tat att 1152 
Asn Gly Ser He Cys Met Gin Pro He Ser Lys Ser Ala Arg Tyr He 
370 375 380 



tea aga aag etc aac ctt ttc tea aaa cct egg teg ctg acc ctg get 
Ser Arg Lys Leu Asn Leu Phe Ser Lys Pro Arg Ser Leu Thr Leu Ala 
385 390 395 400 



atctctcc atg ggc cag ate gag age cag gtc act cct cca gcg gag gag 
Met Gly Gin He Glu Ser Gin Val Thr Pro Pro Ala Glu Glu 
15 10 

cct tct cca ccc acc gtg gag ccg teg ccg teg tct cct gec ccg cct 
Pro Ser Pro Pro Thr Val Glu Pro Ser Pro Ser Ser Pro Ala Pro Pro 
15 20 25 30 

ccg tct tec ctt gag gcg att get gca gaa gee atg tea ttt gat gag 
Pro Ser Ser Leu Glu Ala He Ala Ala Glu Ala Met Ser Phe Asp Glu 

35 40 45 



1200 



1430 



tga gaaatggaag gggtcggttg gatcgagccc tattcegcag cgctaactgc 12 53 

cagatgtaca gatagtagca ggtagcgttc gtcgagatga aatgtttgtg ggaggctttt 1313 

taaaactcac catgtatttc aagagttttt attagttttt tttggatttt ctttactggc 1373 
gctacaaaca gtagatgtat gactgttcga gctggaaacc tgtgcgcttt ttatcgt 

<210> 4 

<211> 1048 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 
<222> (129) . . (578) 

<400> 4 

ccacgcgtcc gctccagcgt tgagecaact ccgccgccct gtcgttttcg cctctcccta 
gcatttaccg gaagaaacga gcgtgaccgc cgccttctcc cgctcccgct cccgctctgc 12 0 



60 



170 



218 



266 



6 



gat gac act gag gag tea ate gat gtg aag gta cag aaa get ctg gac 
Asp Asp Thr Glu Glu Ser lie Asp Val Lys Val Gin Lys Ala Leu Asp 

50 55 60 



tgt cca tgt gtt get gat ttg aaa aat ggt cct tgt gga ggt caa ttc 
Cys Pro Cys Val Ala Asp Leu Lys Asn Gly Pro Cys Gly Gly Gin Phe 
65 70 75 

gtc gat gca ttt tec tgc ttt etc agg age aga gaa gaa gag aag gga 
Val Asp Ala Phe Ser Cys Phe Leu Arg Ser Arg Glu Glu Glu Lys Gly 
80 85 90 

tea gat tgc gtg aaa ccc ttc ate aca ttg cag gac tgc ate aaa gca 
Ser Asp Cys Val Lys Pro Phe lie Thr Leu Gin Asp Cys lie Lys Ala 
95 100 105 110 

aat cca gag gca ttc tct aag gag att ctg gag gaa gag gaa aat gat 
Asn Pro Glu Ala Phe Ser Lys Glu lie Leu Glu Glu Glu Glu Asn Asp 

115 120 125 

gag gag gca gat aag tec aac ctg aaa gtt aga get cca tea tgg tec 
Glu Glu Ala Asp Lys Ser Asn Leu Lys Val Arg Ala Pro Ser Trp Ser 

130 135 140 

aga gaa tec aaa cct aag gtt tga gattgettgg tattaactga tagtgatatt 
Arg Glu Ser Lys Pro Lys Val 
14 5 

catccagtgt gcagactcac cttattcaac tataagggct tgttcgcttt cctctcaatc 
catgtgatct caatccatgt ggattgggtg ggattggatg agtttaaatc ctgaacaagt 
caaaatcctt catatttttt ctaatctcat ccaatccaca tgggacagga ataaccgaac 
aagccctaag tttgccagta gtagactgat ttcagagagc gaggtatcat aaattgatta 
acagaaatac ccatattttg tgtataagaa atgcttcatg gtatccacaa ttttagaatg 
tacatgtcat ttcaagtatc aatcgagaac tgatgaactt gtaattcgat tcctagatac 
agggcatatt tgatcaccac tgtattatta tactatgaaa tatacatatg attatcataa 
tctaggttat gaactataat 



<210> 5 

<211> 816 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (13) . . (147) 

<400> 5 



ccacgcgtcc gg ggg cag acg egg tgg gag atg ttc gac ctg ctg teg teg 



7 



</ X if 



s s 



Gly Gin Thr Arg Trp Glu Met Phe Asp Leu Leu Ser Ser 
15 10 

ctg ccg tec acg tec teg gee teg tea acg acg acc gtg age tec acg 99 
Leu Pro Ser Thr Ser Ser Ala Ser Ser Thr Thr Thr Val Ser Ser Thr 
15 20 25 

gcg tec tec ggc gcg ccg ccg ccg age cgc ccg gac tgg atg etc ttc 147 
Ala Ser Ser Gly Ala Pro Pro Pro Ser Arg Pro Asp Trp Met Leu Phe 
30 35 40 45 

tgacgaggga gggaeggegg ccccgcaccg gccggccacc ggcgcgaaag egaaaggega 2 07 

gtgcttgatg cggtgcgatg cttgtgtgcc aaaaattgea ccccaaatct ggtagctcgt 267 

cgagtgtcct gatgaggeca tgattgggca ggcggggggg ctatctagct ttggccacac 327 

agetgeattg cgttggccgt tgggctgeat ggtacegtae cagccaattc gagttcatca 3 87 

atcatgtggt gtgagagtat ttttcttctt cacctctcct ttttctttct ttccttttga 447 

gctttttttt ccctcctcct cctcctcctc ctcttcttct tgttcatgga aggtttggga 507 

ttcttttgga gtgeatacta tactattcag atagagaaac agaaagatgg agttggttag 567 

ggcaagtgaa aegtcttcag atagggaaat aaataaaact agtcggtgtc caaactctga 627 

agaaacgaac aaagaggtgc atggattgtt agcttatcac actgttgttt gagagtgatg 687 

agagatgtat cgatcaagag gccacttggt eggtagtctg tcactccttg ttgetgeega 747 

gtttcttcct cctcctcatc atcctgtata atgtaatcaa gcaataatac aaaataaaaa 807 

agcgttttg 816 



<210> 6 

<211> 1040 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (2) . . (655) 

<400> 6 

c cac gcg tec gca att ggg cgc ctg ata tct cca age teg ggc tgt tct 4 9 
His Ala Ser Ala He Gly Arg Leu He Ser Pro Ser Ser Gly Cys Ser 
15 10 15 

ggc aca tec tec cca ttc cct gac cct gag atg cag get tct tea cgc 97 
Gly Thr Ser Ser Pro Phe Pro Asp Pro Glu Met Gin Ala Ser Ser Arg 

20 25 30 

age get tta cgc ttg ttc cca gtt cgt gag ccc cct aag ata ttg gat 145 
Ser Ala Leu Arg Leu Phe Pro Val Arg Glu Pro Pro Lys He Leu Asp 



8 
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35 40 45 

ggc gag ggc gtt gcg aca cag aag ttg ata cct cgc cat atg cgc aac 193 
Gly Glu Gly Val Ala Thr Gin Lys Leu lie Pro Arg His Met Arg Asn 
50 55 60 

ggt ggg tec etc ttg gat ggc cag ate tea gca get gta cca gtt gtg 241 
Gly Gly Ser Leu Leu Asp Gly Gin lie Ser Ala Ala Val Pro Val Val 
65 70 75 80 

gac ttc tct gee cga ctt caa ccc aac gag cac gca atg gat cac egg 289 
Asp Phe Ser Ala Arg Leu Gin Pro Asn Glu His Ala Met Asp His Arg 

85 90 95 

gtg tea ttc gag ttg ace gtc gaa gat gtc gcg cgc tgc ctt gag aag 337 
Val Ser Phe Glu Leu Thr Val Glu Asp Val Ala Arg Cys Leu Glu Lys 

100 105 110 

aag act gca ate tec ggg gat tct ggc acg gca tea ttc cac ctt gca 3 85 

Lys Thr Ala He Ser Gly Asp Ser Gly Thr Ala Ser Phe His Leu Ala 
115 120 125 

ccg ace ggc age ggc gac cac cac aga gaa tec aac gag gca agg gca 433 
Pro Thr Gly Ser Gly Asp His His Arg Glu Ser Asn Glu Ala Arg Ala 
130 135 140 

ggg etc tac gtc gac gaa tea tac cat gac ttg ccc gag aaa gcg agg 481 
Gly Leu Tyr Val Asp Glu Ser Tyr His Asp Leu Pro Glu Lys Ala Arg 
145 150 155 160 

egg tec ctg tec ctg cgc ctg gee aaa gag ttc aat ttc aac aac gtc 529 
Arg Ser Leu Ser Leu Arg Leu Ala Lys Glu Phe Asn Phe Asn Asn Val 

165 170 175 

gac gtc ggt age gtg gag ccg age gtg gga tec gac tgg tgg gcg aac 577 
Asp Val Gly Ser Val Glu Pro Ser Val Gly Ser Asp Trp Trp Ala Asn 

180 185 190 

gag aaa gtc gee ggg atg aca act gag cca aaa aag aac tgg tct ttc 62 5 

Glu Lys Val Ala Gly Met Thr Thr Glu Pro Lys Lys Asn Trp Ser Phe 
195 200 205 

cac ccg gtg gtg cag cct ggg gtc age taa cctttgcact gaccataatg 675 
His Pro Val Val Gin Pro Gly Val Ser 
210 215 



atcttataca 


gggatgaagg 


aattagcttc 


ttctgettet 


gettctgett 


cagtggtcga 


735 


ttccttaggg 


atgacttgee 


agcttgttct 


aaacatgcag 


ctagtggtaa 


gttctggatt 


795 


tagatagtaa 


taagtaatgg 


ggtgtccacc 


gtctaatatc 


gtcatgggat 


actaaaggtt 


855 


tttattctgg 


gagatgtgac 


aaaccgcaaa 


ctctttggtt 


aggggteggt 


cggaactgtc 


915 


ctgttcgtct 


gttttatcct 


gataceggtg 


ctgtgttgtg 


tatgtacata 


atgaagtagt 


975 


tttttttaaa 


aaaagtcaat 


taaaagggta 


gaacagtttc 


cttcgataag 


ttgccagatg 


1035 



9 



ctacc 



<210> 7 

<211> 1145 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (139) . . (735) 

<400> 7 

attcggctcg agatttttcc ctagtaattt tccccttgtg cggctattcc accccacgac 

gaacctgcgc atctctctct ctctcgcgcg cgccgctttt ctctcagcca gccctgcagc 

tctttttctc cgcccaca atg ggt aaa get aaa aag gga cca aag ttt get 

Met Gly Lys Ala Lys Lys Gly Pro Lys Phe Ala 
15 10 

gtt atg aag aag att gtc act tec aaa gca ate aaa age tac aaa gaa 
Val Met Lys Lys He Val Thr Ser Lys Ala He Lys Ser Tyr Lys Glu 

15 20 25 

gag gtt ttg aac cca gaa aag aag aat ctt atg aag gaa aag tta ccc 
Glu Val Leu Asn Pro Glu Lys Lys Asn Leu Met Lys Glu Lys Leu Pro 
30 35 40 

aga aat gtt cca act cat tct tea gcg ctt ttc ttt caa tac aac act 
Arg Asn Val Pro Thr His Ser Ser Ala Leu Phe Phe Gin Tyr Asn Thr 
45 50 55 

gca ctg gga ccc cct tat cgt gtt ttg gtg gac ace aac ttc ate aat 
Ala Leu Gly Pro Pro Tyr Arg Val Leu Val Asp Thr Asn Phe He Asn 
60 65 70 75 

ttc teg ate caa aat aaa ttg gat ctg gag aaa ggg atg atg gac tgc 
Phe Ser He Gin Asn Lys Leu Asp Leu Glu Lys Gly Met Met Asp Cys 

80 85 90 

tta tat gca aaa tgc acc cct tgt att acg gac tgt gtg atg gca gaa 
Leu Tyr Ala Lys Cys Thr Pro Cys He Thr Asp Cys Val Met Ala Glu 

95 100 105 

etc gag aag tta ggc caa aaa tat cgt gta get eta agg att gee aag 
Leu Glu Lys Leu Gly Gin Lys Tyr Arg Val Ala Leu Arg He Ala Lys 
110 115 120 

gat cct cga ttt gag aga ata eta tgt act cat aaa ggg acc tat get 
Asp Pro Arg Phe Glu Arg He Leu Cys Thr His Lys Gly Thr Tyr Ala 
125 130 135 

gat gac tgc ctt gtt gag aga gtt act cag cac aag tgc tac att gtt 
Asp Asp Cys Leu Val Glu Arg Val Thr Gin His Lys Cys Tyr He Val 



10 



140 



145 150 155 



gca aca tgt gat egg gac ttg aag agg aga att egg aag att ccc ggt 651 
Ala Thr Cys Asp Arg Asp Leu Lys Arg Arg He Arg Lys He Pro Gly 

160 165 170 

gtt cca ata atg tac ate ace aaa cgc aag tac teg att gag cga ttg 699 
Val Pro He Met Tyr He Thr Lys Arg Lys Tyr Ser He Glu Arg Leu 

175 180 185 

cct gaa gca aca att ggt gga get cca aga att tga tgcagtaaaa 745 
Pro Glu Ala Thr He Gly Gly Ala Pro Arg He 
190 195 





ctaaaacagg 


cagagctggc 


tataacaata 


atattgatac 


taatttcttg 


gtcgtgaagt 


805 




atgaaatcct 


gctacagtac 


ctagcatatt 


eggtcttttg 


ctggctgggc 


tgaattctat 


865 




eggaagcttg 


agacttgaac 


aaaagcagca 


cttcaatggt 


ttatacctga 


aattttctta 


925 




gtgtaagttg 


gtagatttag 


gttctgtcaa 


attttgtttt 


cctcatattg 


cctatctaat 


985 




gtatcatggt 


aaaccttgga 


gagtgtctga 


actatgatga 


cattttcata 


gttctgggct 


1045 




tgtggcaatt 


aactctcttg 


aaacgatact 


ttttttgttg 


caagagaaaa 


accttatttt 


1105 


J! 
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aaattttatt 


agtttcaagc 


ttgacatgee 
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<220> 
















<221> 


CDS 














<222> 


(140) . . (937) 












<400> 


8 














atteggcteg 


aggtaacagt 


ctgtgtctgt 


gtgtgtgttc 


agtttaacaa 


atggatcaag 


60 




ctgtccactg 


atctgtaacc 


gtggtggact 


cgacaagaca 


acaacaatat 


tcagaacatt 


120 




aacaagacca 


caccacacc 


atg age gtc 
Met Ser Val 
1 


ate gac att etc acc aga gtt gat 
He Asp He Leu Thr Arg Val Asp 
5 10 


172 



tec att tgc aaa aag tac gac aaa tac gac gtc caa age caa agg gac 
Ser He Cys Lys Lys Tyr Asp Lys Tyr Asp Val Gin Ser Gin Arg Asp 

15 20 25 

tec aat etc tec tec gac gat gca ttc gee aaa etc tac gee tec gtc 
Ser Asn Leu Ser Ser Asp Asp Ala Phe Ala Lys Leu Tyr Ala Ser Val 
30 35 40 

gac gec gac att gag gee tta ctt cag aaa gca gat acc get tec aag 



220 



268 



316 
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Asp Ala Asp lie Glu Ala Leu Leu Gin Lys Ala Asp Thr Ala Ser Lys 
45 50 55 



gag aaa agt aag gca tec act gtg gcg ate aat gee gag att cgt cga 
Glu Lys Ser Lys Ala Ser Thr Val Ala He Asn Ala Glu He Arg Arg 
60 65 70 75 

acc aag get agg ttg ttg gag gag gtt ccc aag ttg cag aaa ttg get 
Thr Lys Ala Arg Leu Leu Glu Glu Val Pro Lys Leu Gin Lys Leu Ala 

80 85 90 

atg aaa aag gta aag ggg ctt tea tea caa gaa ttt get gee cgt aat 
Met Lys Lys Val Lys Gly Leu Ser Ser Gin Glu Phe Ala Ala Arg Asn 

95 100 105 

gat ttg get ctt gca ttg ccg gat agg att caa get ate cca gat ggg 
Asp Leu Ala Leu Ala Leu Pro Asp Arg He Gin Ala He Pro Asp Gly 
110 115 120 

acc cct gca gca tec aaa caa act gga agt tgg gca get tea gee tea 
Thr Pro Ala Ala Ser Lys Gin Thr Gly Ser Trp Ala Ala Ser Ala Ser 
125 130 135 

cgt cct gga att aaa ttt gat aca gat ggg aaa ttc gat gat gaa tac 
Arg Pro Gly He Lys Phe Asp Thr Asp Gly Lys Phe Asp Asp Glu Tyr 
140 145 150 155 

ttc caa caa act gaa gaa tea agt gga ttc agg aaa gag tac gaa atg 
Phe Gin Gin Thr Glu Glu Ser Ser Gly Phe Arg Lys Glu Tyr Glu Met 

160 165 170 

cgt aaa atg aaa cag gat caa ggt ttg gat atg ate gca gaa gga ttg 
Arg Lys Met Lys Gin Asp Gin Gly Leu Asp Met He Ala Glu Gly Leu 

175 180 185 

gat act ttg aaa aac atg gca cat gat atg aat gag gaa ctg gat aga 
Asp Thr Leu Lys Asn Met Ala His Asp Met Asn Glu Glu Leu Asp Arg 
190 195 200 

caa gtt cca ctg atg gac gag att gat act aag gtg gac agg gca tct 
Gin Val Pro Leu Met Asp Glu He Asp Thr Lys Val Asp Arg Ala Ser 
205 210 215 

tct gac ctt aaa aat acc aat gtt aga ctt aga gat aca gtg aac cag 
Ser Asp Leu Lys Asn Thr Asn Val Arg Leu Arg Asp Thr Val Asn Gin 
220 225 230 235 

ctt cga tec agt cga aac ttt tgt att gat att gtt ttg ttg att ata 
Leu Arg Ser Ser Arg Asn Phe Cys He Asp He Val Leu Leu He He 

240 245 250 

att ttg gga att get get tat ttg tac aac gtg eta aag aaa tga 
He Leu Gly He Ala Ala Tyr Leu Tyr Asn Val Leu Lys Lys 

255 260 265 

tacggcatag aagaccatta gatcaatttg tatggcttat cagtatttct tgtattttc 
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tggtaatatc gtggtgtgac tcgtgtctgc ttctttttaa aacaatattt ttggacttgt 
tcctgcaact tgagagatgc acttgtcctt tatcaacaga tctatatgtc gccgtattat 
gtcaaacagt gtagatttgt atttatactt gtgtaatata ctaattcaat gtttgccttg 
aggat 



<210> 9 

<211> 654 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (2) . . (325) 

<400> 9 

c cac gcg tec gga ttc ctg aag tgt get ate ttg aca aaa cct cag tea 

His Ala Ser Gly Phe Leu Lys Cys Ala lie Leu Thr Lys Pro Gin Ser 
15 10 15 

tat ggt gtg ttg ctg cag tta cca get cct cag ctt gag aat gee ttg 
Tyr Gly Val Leu Leu Gin Leu Pro Ala Pro Gin Leu Glu Asn Ala Leu 

20 25 30 

agt aag aac ccg aca ctg aag acg ccc ttg get gag cat gee gag cag 
Ser Lys Asn Pro Thr Leu Lys Thr Pro Leu Ala Glu His Ala Glu Gin 
35 40 45 



cca aat att egg teg aca ctt cca agg tct acc ttg gtg gtt ctg ggt 
Pro Asn lie Arg Ser Thr Leu Pro Arg Ser Thr Leu Val Val Leu Gly 
50 55 60 

ctt get gaa gat caa cca cag caa cca gca gta aca cag gtg cag age 
Leu Ala Glu Asp Gin Pro Gin Gin Pro Ala Val Thr Gin Val Gin Ser 
65 70 75 80 

age caa aac cag get gcg gaa acc agt age tct get get gat acg get 
Ser Gin Asn Gin Ala Ala Glu Thr Ser Ser Ser Ala Ala Asp Thr Ala 

85 90 95 

aca gaa gta act cag gaa tct tct ggt get age taa catcttttat 
Thr Glu Val Thr Gin Glu Ser Ser Gly Ala Ser 

100 105 

gecgaaatgg getaatgett gcaggttgta tgecatctat cattttcatc tctggagtga 

tgttggtgat tgatgaaatg ggctaacget tgcaggttgt gtaccatctg tctctgaggg 

tctaagatgt gtttttctgt gtgatgcgtc tcattggacg ggtgttagct getgeatctg 

gaegectaaa tgagaactaa gttatttagt tgctgggggt aattctaatt ttcggtggtg 

cacagggacc attgtaaagt gaagaggtta acattatata tcatccttaa ataggaaaag 
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ggcaaacaag tgtttgttg 



654 
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<210> 10 
<211> 1599 
<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (1) . . (1437) 

<400> 10 

att egg etc gag ttt gaa tct ctg gaa att gag atg gcg aac gag aac 48 
lie Arg Leu Glu Phe Glu Ser Leu Glu lie Glu Met Ala Asn Glu Asn 
15 10 15 

gaa ccc gcg aag ctg ctg ttg cca tac ctt caa cgc gec gat gaa ttg 96 
Glu Pro Ala Lys Leu Leu Leu Pro Tyr Leu Gin Arg Ala Asp Glu Leu 

20 25 30 

caa aag cat gaa cca etc gtc get tat tac tgt cga tta tat gca atg 144 
Gin Lys His Glu Pro Leu Val Ala Tyr Tyr Cys Arg Leu Tyr Ala Met 
35 40 45 

gaa egg ggg ttg aag att ccg caa agt gag cgc acg aag acc act aat 192 
Glu Arg Gly Leu Lys lie Pro Gin Ser Glu Arg Thr Lys Thr Thr Asn 
50 55 60 

get ctt ctg gtt teg etc atg aag cag ctt gaa aag gat aaa aag tea 240 
Ala Leu Leu Val Ser Leu Met Lys Gin Leu Glu Lys Asp Lys Lys Ser 
65 70 75 80 

ate cag ttg ggg cct gaa gac aat tta tat etc gag gga ttt get ttg 2 88 
lie Gin Leu Gly Pro Glu Asp Asn Leu Tyr Leu Glu Gly Phe Ala Leu 

85 90 95 

aat gtg ttt gga aaa gca gac aag caa gat cgt get gga aga gca gat 33 6 

Asn Val Phe Gly Lys Ala Asp Lys Gin Asp Arg Ala Gly Arg Ala Asp 

100 105 110 

ttg act aca gca aaa aca ttt tat get gec agt ate ttt ttt gag att 3 84 
Leu Thr Thr Ala Lys Thr Phe Tyr Ala Ala Ser lie Phe Phe Glu lie 
115 120 125 

ctt aat caa ttt gga gca gtt cag cct gat ctg gag cag aaa caa aaa 432 
Leu Asn Gin Phe Gly Ala Val Gin Pro Asp Leu Glu Gin Lys Gin Lys 
130 135 140 

tat get gtg tgg aaa gca get gaa at a aga aaa get ttg aaa gaa gga 480 
Tyr Ala Val Trp Lys Ala Ala Glu lie Arg Lys Ala Leu Lys Glu Gly 
145 150 155 160 

agg aag ccc aca get ggc ccc cct gat ggt gat gag gat ctg tea gtt 52 8 
Arg Lys Pro Thr Ala Gly Pro Pro Asp Gly Asp Glu Asp Leu Ser Val 



14 



165 170 175 

cct ttg agt tct tea agt gat aga tat gac ctt ggg act act gaa aat 
Pro Leu Ser Ser Ser Ser Asp Arg Tyr Asp Leu Gly Thr Thr Glu Asn 

180 185 190 

act gtt tec agt cct gga cca gaa tct gat tea tea aga agt tat cat 
Thr Val Ser Ser Pro Gly Pro Glu Ser Asp Ser Ser Arg Ser Tyr His 
195 200 205 

aac cct get aac tac cag aat ctg cca age att cat cct get get cct 
Asn Pro Ala Asn Tyr Gin Asn Leu Pro Ser lie His Pro Ala Ala Pro 
210 215 220 

aaa ttt cat gat act gtt aac gac caa cat tct get aat att cca tea 
Lys Phe His Asp Thr Val Asn Asp Gin His Ser Ala Asn lie Pro Ser 
225 230 235 240 

tct atg cca ttt cat gat aga gta gat aat aac aag cat tct tec gtt 
Ser Met Pro Phe His Asp Arg Val Asp Asn Asn Lys His Ser Ser Val 

245 250 255 

gtt tct cca tea tct cac tct ttc aca cct gga gtt tat cct tec caa 
Val Ser Pro Ser Ser His Ser Phe Thr Pro Gly Val Tyr Pro Ser Gin 

260 265 270 

gac tac cat tct cct cca cct tec cga gac tat cat tct cct cca cca 
Asp Tyr His Ser Pro Pro Pro Ser Arg Asp Tyr His Ser Pro Pro Pro 

275 280 285 

tec caa gac tat cat tct cct cca teg tec caa gat tat cat cct cct 
Ser Gin Asp Tyr His Ser Pro Pro Ser Ser Gin Asp Tyr His Pro Pro 
290 295 300 

cca cca tec caa gat tac cat cct cca ccg tec caa gat tac cat cct 
Pro Pro Ser Gin Asp Tyr His Pro Pro Pro Ser Gin Asp Tyr His Pro 
305 310 315 320 

cca cct get aga tct gaa ggt tct tat tct gag etc tac aat cat cag 
Pro Pro Ala Arg Ser Glu Gly Ser Tyr Ser Glu Leu Tyr Asn His Gin 

325 330 335 

caa tac tea cca gag aat tea cag cat tta ggt cct aac tac cct tct 
Gin Tyr Ser Pro Glu Asn Ser Gin His Leu Gly Pro Asn Tyr Pro Ser 

340 345 350 

cat gaa act tec tct tat tct tat ccc cat ttt cag tct tat cca agt 
His Glu Thr Ser Ser Tyr Ser Tyr Pro His Phe Gin Ser Tyr Pro Ser 

355 360 365 

ttt aca gaa age age ctt cca tea gtc cca tea aac tat act cat tat 
Phe Thr Glu Ser Ser Leu Pro Ser Val Pro Ser Asn Tyr Thr His Tyr 
370 375 380 

caa gga tea gat gtt tea tat tct tec cag teg get ccg eta act aca 
Gin Gly Ser Asp Val Ser Tyr Ser Ser Gin Ser Ala Pro Leu Thr Thr 
385 390 395 400 
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aac cat tea tea agt get caa cac agt age aga aat gaa act gtg gaa 
Asn His Ser Ser Ser Ala Gin His Ser Ser Arg Asn Glu Thr Val Glu 

405 410 415 



cct aag cca aca act act cag gca tac cag tac gac agt aac tac cag 
Pro Lys Pro Thr Thr Thr Gin Ala Tyr Gin Tyr Asp Ser Asn Tyr Gin 

420 425 430 

cca gca cct gaa aaa ata gca gag gca cac aag get gca aga ttt gee 
Pro Ala Pro Glu Lys He Ala Glu Ala His Lys Ala Ala Arg Phe Ala 

435 440 445 

gtt ggg gca ctg gca ttt gat gat gtc tea gtt gca gta gac ttc ttg 
Val Gly Ala Leu Ala Phe Asp Asp Val Ser Val Ala Val Asp Phe Leu 
450 455 460 

aag aaa tea ctt gag ttg ctg aca aat cca tea get ggc cag taa 
Lys Lys Ser Leu Glu Leu Leu Thr Asn Pro Ser Ala Gly Gin 
465 470 475 

aattttttgt aaatcgaaat gtggatttcg gtggtgtttt ctacctttta tttgcatgtc 
ttgttttgta tattaggtac ateatgeatt taaagtgtga aaaaatttgg gaagatgaac 
ggaaattata aaatctgctg ggatctgcaa tctttcttgt tt 



<210> 11 

<211> 1807 

<212> DNA 

<213> Zea mays 



<220> 

<221> CDS 

<222> (248) . . (679) 



<400> 11 

ccacgcgtcc gtataaatca gcccccttcc tccacggtcg cgtttcacgg gegtagagag 

agagagagag agagagagcg egagegageg aagagggcgt gagagaggag ggaggccaag 

ccgtacgcgt cgtctcctgc tgtttctccc catccctttc ctgcctcggc ttgcaccttc 

aaccttactt aaagctctga cctcaaactg aaagggacct gcgaagagtt ttttttgegg 

cagtaca atg gag gta ttt ggc aaa tct gtg att get gag ccc age aat 
Met Glu Val Phe Gly Lys Ser Val He Ala Glu Pro Ser Asn 
15 10 

gtg att ttc ttg tec gcg ate ctt aac aca gaa ggg tea aac cct agt 
Val He Phe Leu Ser Ala He Leu Asn Thr Glu Gly Ser Asn Pro Ser 
15 20 25 30 

cac aag tgt gac aag agg tgc cag age gag cgc att ttg ggg aac atg 
His Lys Cys Asp Lys Arg Cys Gin Ser Glu Arg He Leu Gly Asn Met 



16 



s t 

■'is.™; 



age tag agctaatgag acttcctttt cttcggccag ccacctaatt tcgttctgtc 
Ser 



433 



481 



529 



35 40 45 

tac cgt tgc aaa ctg act gaa acc act cac ate tgt gac aaa aac tgt 
Tyr Arg Cys Lys Leu Thr Glu Thr Thr His lie Cys Asp Lys Asn Cys 

50 55 60 

aac cag agg att eta tat gac aac cat aac teg etc tgc cga gtg agt 
Asn Gin Arg He Leu Tyr Asp Asn His Asn Ser Leu Cys Arg Val Ser 
65 70 75 

ggg cag ctt ttt ccg etc tct cca ctg gag cag caa gca gtg agg ggc 
Gly Gin Leu Phe Pro Leu Ser Pro Leu Glu Gin Gin Ala Val Arg Gly 
80 85 90 

ate cgc agg aag cat gaa gtg gac age agt gaa ggt tgc tgc ttt aag 
He Arg Arg Lys His Glu Val Asp Ser Ser Glu Gly Cys Cys Phe Lys 
95 100 105 HO 

cgc agg cgc ggc gca cag ctg cat cct tec ccc ttc gag agg tec tac 
Arg Arg Arg Gly Ala Gin Leu His Pro Ser Pro Phe Glu Arg Ser Tyr 

115 120 125 

tct get gtg tat cca ate ccg age cag gtt gga gat ggc atg gac atg 673 
Ser Ala Val Tyr Pro He Pro Ser Gin Val Gly Asp Gly Met Asp Met 

130 135 140 



577 



625 



729 



tacccttttt ccctacgatt acaagatgga actataagag cttccttctt tttagactta 7 89 

tatgagactc ettagatgea ccgaataaat gttcatgtag tatctattct gtttcatggg 849 

accttgttgt aactcgtgaa ctttgattga aegectattt tgatttagtg gtactttcag 909 

ataatcatta gattcttctc ttttttttgt cacacttcca atttagttat tttatgtgct 969 

ttactttttg ttcaactaat ttgecttcta attttaatcc tttgatgcaa tttaatataa 1029 

ttgagaggtt tacatttgtc cgccaatgta agtaagtgaa ggattctttg gtcctgtaat 1089 

ccaggcacag ggaactgaca tgectttget gactgaagtt tttgtacagc tgttactagt 1149 

gttttgcttg acaagttcct aatcaagctt gaatcattta cggtttgttc ccatatagct 1209 

caattctatc tgttgcttaa ctcttttttt tacaggttat gtttctaacg cttaatgttt 1269 

tcctatgttc ttttttgtct taacatttgt tgtatgeagg accatccagg ttctaatcgt 132 9 

tttttgggaa atgttttgtt cttttttata taactatatt gctaacttaa tttaatttgt 1389 

tgattaattt gectttcttt gtttttgcag gtgaacatct ctgattccat tttcatctgt 1449 

tgggtggcaa gaaactaatc aaggagtctc tctcttctca ttctctgcgt ggaggactgt 1509 

ttagctgtag ctgagtggca tgctttccag aacataaatt ggtggaagag aagtttgatg 1569 
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ctaccacttt gcgagaagga ccgaaccaac acaataacat caaacttaga tactgcagtt 
taccaacttt ttcaatattg aagattgaag agcagcaaga tcagcctctt ccatatgcag 
tttgaagaaa tcctttttaa ggtctattag actagaatcc ttccggcaat cttgccttca 
ccccaagcat gctgcatacc ttgtaatgag tgtggtactt gacgactgtt accaaagt 

<210> 12 

<211> 1524 

<212> DNA 

<213> Zea. mays 

<220> 

<221> CDS 

<222> (198) . . (1379) 

<400> 12 

ccacgcgtcc gggcaggtca gtcagtagtg gatagctccg ctcgcggtcg cgggcggctc 

gagtcgcacc ccagatccca atgcgccccg ccgcgccgca ctaggccgcg gaacggaagc 

taggtgcgtc acacgccggg gccggtcgcg gtcaccggac cggacgcaca ggggcgccgt 

acgtgcagtc atcggcc atg aag gtc etc gtc etc gec gtg ctg gcg etc 

Met Lys Val Leu Val Leu Ala Val Leu Ala Leu 
15 10 

gtc gee gee gee tec gee get ggt cag ggc gag gag ggg ggc ggg ccg 
Val Ala Ala Ala Ser Ala Ala Gly Gin Gly Glu Glu Gly Gly Gly Pro 

15 20 25 

ccg ctg ccg ttc gcg ttg ggc gcg gcg ccg gcg ggc tgc gac gtc gcg 
Pro Leu Pro Phe Ala Leu Gly Ala Ala Pro Ala Gly Cys Asp Val Ala 
30 35 40 

cag ggc gag tgg gtg cgc gac gac gac gee cgc cca tgg tac cag gaa 
Gin Gly Glu Trp Val Arg Asp Asp Asp Ala Arg Pro Trp Tyr Gin Glu 
45 50 55 

tgg gag tgc ccc tac ate cag ccg cag ctg acg tgc cag gcg cac ggc 
Trp Glu Cys Pro Tyr He Gin Pro Gin Leu Thr Cys Gin Ala His Gly 

60 65 70 75 

cgc ccc gac aag gcg tac cag age tgg cgc tgg cag ccg egg ggc tgc 
Arg Pro Asp Lys Ala Tyr Gin Ser Trp Arg Trp Gin Pro Arg Gly Cys 

80 85 90 

teg ctg ccc age ttc aac gcg acg ctg atg ctg gag atg ctg egg ggg 
Ser Leu Pro Ser Phe Asn Ala Thr Leu Met Leu Glu Met Leu Arg Gly 

95 100 105 

aag egg atg ctg ttc gtg ggt gac teg ctg aac egg ggg cag tac gtg 
Lys Arg Met Leu Phe Val Gly Asp Ser Leu Asn Arg Gly Gin Tyr Val 
110 115 120 
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tec etc etc tgc etc ctg cac egg gee ate ccc gac ggc gee aag teg 
Ser Leu Leu Cys Leu Leu His Arg Ala He Pro Asp Gly Ala Lys Ser 
125 130 135 

ttc gag acg gtg gac teg ctg age gtc ttc egg gcg aag aac tac gac 
Phe Glu Thr Val Asp Ser Leu Ser Val Phe Arg Ala Lys Asn Tyr Asp 
140 145 150 155 

gee acc ate gag ttc tac tgg gcg ccg atg ctg gee gag tec aac tec 
Ala Thr He Glu Phe Tyr Trp Ala Pro Met Leu Ala Glu Ser Asn Ser 

160 165 170 

gac gac gee gtg gtg cac tec gec gac gac cgc etc ate cgc ggc gcg 
Asp Asp Ala Val Val His Ser Ala Asp Asp Arg Leu He Arg Gly Ala 

175 180 185 

ccc atg gac agg cac tac age ttc tgg aag ggc gee gac gtc etc gtc 
Pro Met Asp Arg His Tyr Ser Phe Trp Lys Gly Ala Asp Val Leu Val 
190 195 200 

ttc aac tec tac etc tgg tgg gtc gee ggg gac aaa ate cag ate ctg 
Phe Asn Ser Tyr Leu Trp Trp Val Ala Gly Asp Lys He Gin He Leu 
205 210 215 

agg ggc gec gac aac gac ccg age aag gac ate gtg gag atg aag teg 
Arg Gly Ala Asp Asn Asp Pro Ser Lys Asp He Val Glu Met Lys Ser 
220 225 230 235 

gag gag gee tac egg ctg gtg ctg cac cag gtg gtc egg tgg ctg gag 
Glu Glu Ala Tyr Arg Leu Val Leu His Gin Val Val Arg Trp Leu Glu 

240 245 250 

cgc aac gtg gac ccc ggc aag tea egg gtg ttc ttc gtc acc get teg 
Arg Asn Val Asp Pro Gly Lys Ser Arg Val Phe Phe Val Thr Ala Ser 

255 260 265 

ccg acg cac acg gac ggc aga gcg tgg ggc gac gac gac gcg gag ggc 
Pro Thr His Thr Asp Gly Arg Ala Trp Gly Asp Asp Asp Ala Glu Gly 
270 275 280 

age age aac tgc tac aac cag acg teg ccg ate age gee gee teg tec 
Ser Ser Asn Cys Tyr Asn Gin Thr Ser Pro He Ser Ala Ala Ser Ser 
285 290 295 

tac cgt ggc ggc acg age egg gag atg ctg cgc gca acg gag gag gtg 
Tyr Arg Gly Gly Thr Ser Arg Glu Met Leu Arg Ala Thr Glu Glu Val 
300 305 310 315 

ctg gee acg teg egg gtg ccc gtc ggg ctg gtc aac ate acg egg ctg 
Leu Ala Thr Ser Arg Val Pro Val Gly Leu Val Asn He Thr Arg Leu 

320 325 330 

tec gag tac cgc egg gac gcg cac acg cag acc tac aag aag cag tgg 
Ser Glu Tyr Arg Arg Asp Ala His Thr Gin Thr Tyr Lys Lys Gin Trp 

335 340 345 
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gtg 

Val 



gag ccg acg gcc gag cag cgc gcc gac ccc agg 
Glu Pro Thr Ala Glu Gin Arg Ala Asp Pro Arg 
350 355 



age tac gcc gac 
Ser Tyr Ala Asp 
360 



tgc acg cac tgg tgc etc ccc ggc gtg ccg gac acg tgg aac gag ctg 
Cys Thr His Trp Cys Leu Pro Gly Val Pro Asp Thr Trp Asn Glu Leu 
365 370 375 

etc tac tgg aag etc ttc ttc ccc age aac gat cag gtc etc tga 
Leu Tyr Trp Lys Leu Phe Phe Pro Ser Asn Asp Gin Val Leu 
380 385 390 

tggtgaattg gtgectgeat acatacgcct ggaaaccaac tgetagggge tageccaaag 
aaaatgtgtc tagatgaaca aagacatggg gttcaaatgt tttgttttga ttteggatat 
ggacgctgtc gatgetcttg ttctc 



<210> 13 

<211> 847 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . (332) 

<400> 13 

cc acg cgt ccg tgc aat tct atg aat atg cag tta teg caa ttg cct 
Thr Arg Pro Cys Asn Ser Met Asn Met Gin Leu Ser Gin Leu Pro 
1 5 10 15 

tta gat tgt aaa agg ctg act tat gat get ctt gaa gga get aac gtc 
Leu Asp Cys Lys Arg Leu Thr Tyr Asp Ala Leu Glu Gly Ala Asn Val 

20 25 30 



act ccg acg tec ttt tac aac att ggt gat ctt gag att caa gat aat 
Thr Pro Thr Ser Phe Tyr Asn lie Gly Asp Leu Glu lie Gin Asp Asn 

35 40 45 

eta gca cga gta tgg gta gac att ggt att cat gag cca ttg ctt ctg 
Leu Ala Arg Val Trp Val Asp He Gly He His Glu Pro Leu Leu Leu 
50 55 60 

gac ate ctg ctt aat gcc tta aca aca ata agt tea gat cat gtt ggt 
Asp He Leu Leu Asn Ala Leu Thr Thr He Ser Ser Asp His Val Gly 
65 70 75 



att aag caa gta cag ttt gga ggg tea gag ttt ttg aac tgg age gag 
He Lys Gin Val Gin Phe Gly Gly Ser Glu Phe Leu Asn Trp Ser Glu 
80 85 90 95 

gac ttg aag aca gaa gaa gtt gga tat agt gtg tgc aaa ate taa 
Asp Leu Lys Thr Glu Glu Val Gly Tyr Ser Val Cys Lys He 

100 105 



20 




21 



100 



105 



110 



ttt gca gcg acg gtg aca atg gaa atg gtg aca gga aac tct atg ttc 
Phe Ala Ala Thr Val Thr Met Glu Met Val Thr Gly Asn Ser Met Phe 
115 120 125 

aga aag atg gac att gaa gga ate aca gag get ggt ggg gtg tgt ttg 
Arg Lys Met Asp He Glu Gly He Thr Glu Ala Gly Gly Val Cys Leu 
130 135 140 

ggt gca gta act tgt gca gca etc ttt gca tgg ttc tec agt get cga 
Gly Ala Val Thr Cys Ala Ala Leu Phe Ala Trp Phe Ser Ser Ala Arg 
145 150 155 160 

aac aga gtt ggt cga ate ttc acc gtc age tgc aac gca ttc ate gat 
Asn Arg Val Gly Arg He Phe Thr Val Ser Cys Asn Ala Phe He Asp 

165 170 175 

tec gta att gac caa ate gta gat ggt ttg ttc tat gaa ggc gac gac 
Ser Val He Asp Gin He Val Asp Gly Leu Phe Tyr Glu Gly Asp Asp 

180 185 190 

cct act gat tgg ccc gat gaa ccg tga tcaaatatac cattcttacc 
Pro Thr Asp Trp Pro Asp Glu Pro 
195 200 

attttacaca etttgeagat ttaatgtgtc taaaaaccat agacacagtt agactaagat 

gtaatattaa ataatattta gaaatatata agcagaggaa gaatactaaa agtgatgtca 

tcccgatgca gaagaaaaaa tagtaaaata aataaatgat gcgcaccata gatttgttga 

acctaaatgg attatgtaaa gtgt 



<210> 15 

<211> 1425 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1) . . (858) 

<400> 15 

cca cgc gtc egg tgc ccc act aca ctg aag aga ata tgc agg cag cat 
Pro Arg Val Arg Cys Pro Thr Thr Leu Lys Arg He Cys Arg Gin His 
15 10 15 

gga att aat cgt tgg cca tea egg aag att aag aaa gtt ggg cac tec 
Gly He Asn Arg Trp Pro Ser Arg Lys He Lys Lys Val Gly His Ser 

20 25 30 

ctg aag aaa ttg caa atg gtg ate gat tea gta cat ggt age gaa gga 
Leu Lys Lys Leu Gin Met Val He Asp Ser Val His Gly Ser Glu Gly 

35 40 45 



22 



acg gtt cag etc age teg etc tat gaa aac ttt acc aag acc aca tgg 
Thr Val Gin Leu Ser Ser Leu Tyr Glu Asn Phe Thr Lys Thr Thr Trp 
50 55 60 



tea gaa aga gag tta caa ggg gat gee act tat cca ttg tea gag gaa 
Ser Glu Arg Glu Leu Gin Gly Asp Ala Thr Tyr Pro Leu Ser Glu Glu 
65 70 75 80 

aaa ggt ccc ttg gaa cct tct gtt cct gat egg tat tgc gag ggc aga 
Lys Gly Pro Leu Glu Pro Ser Val Pro Asp Arg Tyr Cys Glu Gly Arg 

85 90 95 

ttc acc teg cat act tct ggt tct aat tec etc tea ccc tct tgt age 
Phe Thr Ser His Thr Ser Gly Ser Asn Ser Leu Ser Pro Ser Cys Ser 

100 105 110 

caa age tea aat tec age cat ggt tgt tec agt ggt teg aaa tea caa 
Gin Ser Ser Asn Ser Ser His Gly Cys Ser Ser Gly Ser Lys Ser Gin 
115 120 125 

caa cat gtc agt get cct caa ctt gca gta aag aaa gaa gtt ttc atg 
Gin His Val Ser Ala Pro Gin Leu Ala Val Lys Lys Glu Val Phe Met 
130 135 140 

gag gag aat cag age tec aca eta etc aaa get gca age cat get gaa 
Glu Glu Asn Gin Ser Ser Thr Leu Leu Lys Ala Ala Ser His Ala Glu 
145 150 155 160 

ctg cag atg ctt cct gaa gaa aga ctt gtc acc ctg cct agg tct cat 
Leu Gin Met Leu Pro Glu Glu Arg Leu Val Thr Leu Pro Arg Ser His 

165 170 175 

age caa gtg ctt tta agt gaa caa aag cca gtg gaa aat ata aca ggt 
Ser Gin Val Leu Leu Ser Glu Gin Lys Pro Val Glu Asn lie Thr Gly 

180 185 190 

atg caa atg tct aag cct gat tct etc aag ata aaa gec atg tac ggc 
Met Gin Met Ser Lys Pro Asp Ser Leu Lys lie Lys Ala Met Tyr Gly 
195 200 205 

gaa gaa aga tgt ata ttc cga ctg cag cct agt tgg gga ttt gaa aag 
Glu Glu Arg Cys lie Phe Arg Leu Gin Pro Ser Trp Gly Phe Glu Lys 
210 215 220 

eta aaa gaa gaa att eta aag egg ttt ggc att get egg gag gtg tat 
Leu Lys Glu Glu lie Leu Lys Arg Phe Gly lie Ala Arg Glu Val Tyr 
225 230 235 240 

gtg gac etc aag tat ttg gat gat gaa tct gag tgg gtt ctt eta aca 
Val Asp Leu Lys Tyr Leu Asp Asp Glu Ser Glu Trp Val Leu Leu Thr 

245 250 255 

tgc aac gca gac ctg ctt gag tgt att gat gtg tac aag tea tea agt 
Cys Asn Ala Asp Leu Leu Glu Cys lie Asp Val Tyr Lys Ser Ser Ser 

260 265 270 



23 



act caa aca gta agg ate ttg gta cat tct agt gac cag taa 85 8 
Thr Gin Thr Val Arg He Leu Val His Ser Ser Asp Gin 
275 280 285 

gtgcctgttc ctttggtcaa actggtttgt cctgacaatg gegcaaaget catcaggatg 918 

ctgaagaaag catacaatct ctctttgaag taaagtgctt gttgacatcg cgctcagttt 978 

caagtcataa teatatatge aaaagcagca tctgtaaata cctacactcg tgttgtcatc 1038 

ccgtggtcaa gtgcctagta agttctgtat gttgctgttt ggtggctgtg tggcagaatt 1098 

ggagagaaag tgattgttgg tgttccctgt cagctcttgg gattggtttg tatgeagtaa 1158 

getgeataca gtctttgata taacagaaga tgggacttct gtacctctag ttcagtttgt 1218 

taacagtaca ggtagttcgt tgaatgtaac aaactagtgt acaatattgt aggceggagg 127 8 

gtggaatcag taggaatttg tcgatatgaa gctttggatt aggttaagta atcacgacca 133 8 

agttgcatcg cgcttgtaag ttcttttgga ttaggttttg aaattcaaaa actcgccaaa 13 98 

aaaccacaag ctgtggaaag tggaatc 1425 



Iff <210> 


16 


jH <211> 


1308 


i'U <212> 


DNA 


ijQ <213> 


Zea mays 


a <220> 




ri <22l> 


CDS 


*^tt* ^ 2 2 2 ^ 


(640) . . (987) 


iifii 'i 

?S <400> 


16 



ccacgcgtcc gcagccgcct cctgacggca ccagcaccgg cggcggcgac geggegaagg 60 

egatggegge ggeggaggae gagtegtegg cctcgcactc cagctccaag gecagcaggg 12 0 

ggtggtcggc gagggacgag agggccatcc acctcgtccc gctgctcacc ttcctctgct 18 0 

tcctcctgct cttcctctgc tcccacgacc cgtcccccgc cgatatgtcg agettegctg 240 

gaggeggegg eggaggagga ggagegagat ctgggaaccg gaggttaagg atgctttagt 3 00 

gtgegtatta cctacccatt ggagtattat tatccgegat gcggatgttg tacttgtcca 360 

gcagtaacca agtatgggac caaagtatgt caccatacaa aacactcttg ctgtggtaat 42 0 

actaccaacc tacatcagca tgttcctgat taccatttga gctggattcg aaatacctgg 480 

caaaaaaaaa aaaaaaaaaa gggcggccgc tegegatttt cagcgcctcc aggctccggc 540 

caactcgcag ccagtctcca cagcgcaacg aacctcgagt cctcgacaag cacccaaatc 600 

gacgaattct tcccccctct ccgatctcga cgcgcaccg atg egg gcg atg teg 654 



24 



Met Arg Ala Met Ser 
1 5 



teg gcg gtt aat ggt atg ctg egg gca egg ctg cgc ggg gca gcg cgc 
Ser Ala Val Asn Gly Met Leu Arg Ala Arg Leu Arg Gly Ala Ala Arg 

10 15 20 

gtt cgc ggc ggc ggc ggc gag ggg gec ggg egg tgg acg acc cca ggt 
Val Arg Gly Gly Gly Gly Glu Gly Ala Gly Arg Trp Thr Thr Pro Gly 

25 30 35 

cac gag gag cgc ccc aag ggg tac etc ttc aac egg ccg ccg ccg cct 
His Glu Glu Arg Pro Lys Gly Tyr Leu Phe Asn Arg Pro Pro Pro Pro 
40 45 50 

cc 9 ggg gaa tct cgc aag tgg gag gat tgg gag ctg ccc tgc tac gtg 
Pro Gly Glu Ser Arg Lys Trp Glu Asp Trp Glu Leu Pro Cys Tyr Val 
55 60 65 

acc tec ttc etc acc gtc gtc ate etc ggc gtc ggc etc aac gcg aag 
Thr Ser Phe Leu Thr Val Val lie Leu Gly Val Gly Leu Asn Ala Lys 
70 75 80 85 

ccc gac ctt aca ate gag acg tgg gcg cac cag aag gcg etc gag cgc 
Pro Asp Leu Thr lie Glu Thr Trp Ala His Gin Lys Ala Leu Glu Arg 

90 95 100 

etc cag cag cag gag etc gec get gee gac acc cag gec gag tga 
Leu Gin Gin Gin Glu Leu Ala Ala Ala Asp Thr Gin Ala Glu 

105 110 115 

tccgcgcgtc tcaggtcctc tcgaactctc ggctgcctct gatttggttc caataagatg 

gecacaatgt gcggtcctga atgttctgga cttctggtat tgatggaaca cgagctgaac 

actatgetge tgttttttct gttctgtttt gaaatttgee eggtgatgat ggcgaatgtc 

ctgaatattc tgaatatttt gaaatgtttg actgttgtat tatcatctta tccttccgtt 

gtactaccgc atgagcacaa tttaggattt tacttgttaa aaaaaaaaaa aaaaaaaaaa 

aaaaaaaaaa aaaaaaaaag g 



<210> 


17 


<211> 


724 


<212> 


IMA 


<213> 


Glycine max 


<220> 




<221> 


CDS 


<222> 


(1) . . (507) 


<400> 


17 



att egg etc gag cag agg cct gtt gaa gga aat gca aca atg aaa cag 
lie Arg Leu Glu Gin Arg Pro Val Glu Gly Asn Ala Thr Met Lys Gin 



25 



1 



5 



10 



15 



U4 



gat tta aga age ttt aag ctt ata ttg gaa tat att aaa gec ttg cct 96 
Asp Leu Arg Ser Phe Lys Leu lie Leu Glu Tyr lie Lys Ala Leu Pro 

20 25 30 

act ggg caa gaa acc gat ttt gta tta gtt tea tgt tct gga eta gga 144 
Thr Gly Gin Glu Thr Asp Phe Val Leu Val Ser Cys Ser Gly Leu Gly 
35 40 45 

att gag cct tec agg egg gag cag gtt ctt aaa gee aag agg get ggt 192 
lie Glu Pro Ser Arg Arg Glu Gin Val Leu Lys Ala Lys Arg Ala Gly 
50 55 60 



gaa gat tec tta aga aga tct ggc ctt gga tac aca ata gtc cgt cct 
Glu Asp Ser Leu Arg Arg Ser Gly Leu Gly Tyr Thr lie Val Arg Pro 
65 70 75 80 

ggt cca ttg cag gaa gaa cct gga ggg cag cgt get eta ata ttt gat 
Gly Pro Leu Gin Glu Glu Pro Gly Gly Gin Arg Ala Leu lie Phe Asp 

85 90 95 



ctg gtt gca cac ttg ccc gac aaa gca aat aac tac ttg aca cca gca 
Leu Val Ala His Leu Pro Asp Lys Ala Asn Asn Tyr Leu Thr Pro Ala 

145 150 155 160 



240 



288 



caa gga aac aga ata tea cag ggc ate age tgt get gat gta get gat 336 
Gin Gly Asn Arg lie Ser Gin Gly lie Ser Cys Ala Asp Val Ala Asp 

100 105 110 

ata tgt gtg aag gca eta cat gat aca act gca aga aac aaa age ttt 3 84 
He Cys Val Lys Ala Leu His Asp Thr Thr Ala Arg Asn Lys Ser Phe 
115 120 125 

gat gta tgt tac gag tat att get gag gat gga agg gag ctt tat gag 432 
Asp Val Cys Tyr Glu Tyr He Ala Glu Asp Gly Arg Glu Leu Tyr Glu 
130 135 140 



480 



etc tct gtc tta gag aag aat acc tga tcatcccttg ttgagacaaa 527 
Leu Ser Val Leu Glu Lys Asn Thr 

165 

atacttccca gaagatttca taaatttget acctacgttc ttctacttct gcattggatc 587 

aatgcagaag tgattcatgt aactattttt cctgtatata tattcttgtg tagcacaaat 647 

ctacgacttg agaaattaat ttatttataa attcttcctt tgaaaattgg aattatacaa 707 

aaaatataga tttcaat 724 



<210> 18 

<211> 2523 

<212> DNA 

<213> Zea mays 

<220> 



26 



<221> CDS 

<222> (219) . . (2390) 



<400> 18 

ccacgcgtcc ggggaatcat ggtgaggctt ctccgggttt cctctctttc tctatctctt 

cctacatcgc cactcgccag tgcggcggtg acctctagaa tccaaagcaa gctgtagtga 

gcagcccctt acatactctc tgcggactgc ggtccgcacc gcacgccatc tcagcaagac 

gagagctcca ccgcgctgtt cacttcttct gacgaagg atg gcg gga aaa gag gat 

Met Ala Gly Lys Glu Asp 
1 5 

gag aat gag aag cca teg ttg gtg gca gec ggc ggc aag caa gat egg 
Glu Asn Glu Lys Pro Ser Leu Val Ala Ala Gly Gly Lys Gin Asp Arg 

10 15 20 

aca gcg gcg acc acg gaa tec ctt ccg caa agg acg aat ctt gag tgg 
Thr Ala Ala Thr Thr Glu Ser Leu Pro Gin Arg Thr Asn Leu Glu Trp 
25 30 35 

gga aag gca gcg tgt age gag gat gac ate cag aag tgt gta get gec 
Gly Lys Ala Ala Cys Ser Glu Asp Asp He Gin Lys Cys Val Ala Ala 
40 45 50 

ggt gec ttc cat ccc ggt gag ctg gtc gaa tgg cga get ccc gtc aag 
Gly Ala Phe His Pro Gly Glu Leu Val Glu Trp Arg Ala Pro Val Lys 
55 60 65 70 

gat gag act ccg acg eta tec acc atg gag gat cag ttt gtt ate ctg 
Asp Glu Thr Pro Thr Leu Ser Thr Met Glu Asp Gin Phe Val He Leu 

75 80 85 

tct ctg acg cac ata att tgc ggt ctg agg gtc gat gcg age gat ttc 
Ser Leu Thr His He He Cys Gly Leu Arg Val Asp Ala Ser Asp Phe 

90 95 100 

ctg gtc agt gtg etc gag tac tac aga ctt gag tgg tct cac ctg acg 
Leu Val Ser Val Leu Glu Tyr Tyr Arg Leu Glu Trp Ser His Leu Thr 
105 HO 115 

ccc aac tct att acg gcg ctg age ate ttc gee cac ctt tgt gag gee 
Pro Asn Ser He Thr Ala Leu Ser He Phe Ala His Leu Cys Glu Ala 
120 125 130 

tac gtg gag gcg cct cca act gtg gag gtc ttc acg cac ttc tac age 
Tyr Val Glu Ala Pro Pro Thr Val Glu Val Phe Thr His Phe Tyr Ser 
135 140 145 150 

etc tat cac aat agg aaa ggc gaa acg aca aca ctg ggc gee gtc tac 
Leu Tyr His Asn Arg Lys Gly Glu Thr Thr Thr Leu Gly Ala Val Tyr 

155 160 165 

ttc egg etc agg gac agg atg aag aag aat tat cca ttg tac tac ttg 
Phe Arg Leu Arg Asp Arg Met Lys Lys Asn Tyr Pro Leu Tyr Tyr Leu 



27 



170 



175 



180 



agg tec teg cag ttc atg tgg gtt tct ctg tgg ttc tat gec aag gta 
Arg Ser Ser Gin Phe Met Trp Val Ser Leu Trp Phe Tyr Ala Lys Val 
185 190 195 

cca aag age tgt cgc ttg acc ttc agg ggt gat ata eta aag gag gaa 
Pro Lys Ser Cys Arg Leu Thr Phe Arg Gly Asp He Leu Lys Glu Glu 

200 205 210 

aac aat tgg aat tgg aaa gat ctt ttg cct ctt tec tgt gag cag atg 
Asn Asn Trp Asn Trp Lys Asp Leu Leu Pro Leu Ser Cys Glu Gin Met 
215 220 225 230 

aag cag gtc ggc caa ate atg aag eta agt aac caa ggc ttg act ggt 
Lys Gin Val Gly Gin He Met Lys Leu Ser Asn Gin Gly Leu Thr Gly 

235 240 245 

gca gac ate att cat gat tac etc aag cgc egg att age cct ttg cgc 
Ala Asp He He His Asp Tyr Leu Lys Arg Arg He Ser Pro Leu Arg 

250 255 260 

cga agg atg cat ttg aca tgc aat tat tct ggc etc tea gat cct acc 
Arg Arg Met His Leu Thr Cys Asn Tyr Ser Gly Leu Ser Asp Pro Thr 
265 270 275 

agg gat tea gac aaa gat ctt tct gtg gaa gac att gag age aag ctg 
Arg Asp Ser Asp Lys Asp Leu Ser Val Glu Asp He Glu Ser Lys Leu 
280 285 290 

age tac ctt eta gat ctt aag agg atg ggt gtg aag cag cct aca ggt 
Ser Tyr Leu Leu Asp Leu Lys Arg Met Gly Val Lys Gin Pro Thr Gly 
295 300 305 310 

aga ctg gtc aga gca tea acc aat gac caa gee aat cag cct eta gac 
Arg Leu Val Arg Ala Ser Thr Asn Asp Gin Ala Asn Gin Pro Leu Asp 

315 320 325 

ttg ctg aat gtt tgc tea act cac gaa get aag aag gaa gca caa cct 
Leu Leu Asn Val Cys Ser Thr His Glu Ala Lys Lys Glu Ala Gin Pro 

330 335 340 

caa gtt tgt gec tec eta cga aga tac aca agg caa tct get ggt ccc 
Gin Val Cys Ala Ser Leu Arg Arg Tyr Thr Arg Gin Ser Ala Gly Pro 
345 350 355 

agg aag gtt gca gta cct cca cct ctt aaa att gac cct ccc ccc act 
Arg Lys Val Ala Val Pro Pro Pro Leu Lys He Asp Pro Pro Pro Thr 

360 365 370 

caa ggt ccg gee cca gaa gag att eta gat gee aca aca aac ata gcg 
Gin Gly Pro Ala Pro Glu Glu He Leu Asp Ala Thr Thr Asn He Ala 
375 380 385 390 

act gca gtt tct cca aac ctg ggc gta gaa caa aaa tct ata gag cac 
Thr Ala Val Ser Pro Asn Leu Gly Val Glu Gin Lys Ser He Glu His 

395 400 405 



28 



cct act gtg get gaa gag egg aaa ata gca gag tta gtg aaa cct acg 
Pro Thr Val Ala Glu Glu Arg Lys He Ala Glu Leu Val Lys Pro Ttir 

410 415 420 



ttt tea gtc att ggt gec aaa agg aag gca tct gec ccc egg tct cgt 
Phe Ser Val He Gly Ala Lys Arg Lys Ala Ser Ala Pro Arg Ser Arg 
425 430 435 

tea aag aga aga gca aag tat tea tta ctt tec gtt gtt aca aag acc 
Ser Lys Arg Arg Ala Lys Tyr Ser Leu Leu Ser Val Val Thr Lys Thr 
440 445 450 

agg atg tea tct ttg gac act ggt tct ata aaa ggg act tct aga aca 
Arg Met Ser Ser Leu Asp Thr Gly Ser He Lys Gly Thr Ser Arg Thr 
455 460 465 470 

aaa gag gca gtg tta gcg ctg aat tea egg tea ata gga ttg get cga 
Lys Glu Ala Val Leu Ala Leu Asn Ser Arg Ser He Gly Leu Ala Arg 

475 480 485 

tgc cct cct gec tct tta gca gaa ggg aca ggg aac ggt gga ctg ttc 
Cys Pro Pro Ala Ser Leu Ala Glu Gly Thr Gly Asn Gly Gly Leu Phe 

490 495 500 

atg ctt gee aaa gtt gtt gac cat act aag gtt gtt gag gat tec atg 
Met Leu Ala Lys Val Val Asp His Thr Lys Val Val Glu Asp Ser Met 
505 510 515 

teg aat ata etc ctt aat caa caa gtt gga gat tct tct cgc aag gag 
Ser Asn He Leu Leu Asn Gin Gin Val Gly Asp Ser Ser Arg Lys Glu 
520 525 530 

gtt gat cct gca caa tct ate act gag att gtc caa gac cag gag gee 
Val Asp Pro Ala Gin Ser He Thr Glu He Val Gin Asp Gin Glu Ala 
535 540 545 550 

att gag gtt tea get gec att ccg gtg cct aat aag gag gaa ata aac 
He Glu Val Ser Ala Ala He Pro Val Pro Asn Lys Glu Glu He Asn 

555 560 565 

agt ggg gtg ata tgg gag egg atg cag aaa gtt cag agt gaa tac gtg 
Ser Gly Val He Trp Glu Arg Met Gin Lys Val Gin Ser Glu Tyr Val 

570 575 580 

tea etc agt atg aca gee tec tct gag ctt tta gaa caa gca aag aag 
Ser Leu Ser Met Thr Ala Ser Ser Glu Leu Leu Glu Gin Ala Lys Lys 
585 590 595 

ctg gtc atg gag aat aaa cgc ctg aag gac gtg cag ata atg ctg teg 
Leu Val Met Glu Asn Lys Arg Leu Lys Asp Val Gin He Met Leu Ser 
600 605 610 

caa caa gtg aaa gac etc gaa gac ggc aga agg etc tta aca gaa agg 
Gin Gin Val Lys Asp Leu Glu Asp Gly Arg Arg Leu Leu Thr Glu Arg 
615 620 625 630 



29 



atg aag aaa gcc gag cag gag aca ttc aaa ata ata gaa gaa aat atg 
Met Lys Lys Ala Glu Gin Glu Thr Phe Lys He He Glu Glu Asn Met 

635 640 645 

aag etc aaa gat gag aac aaa ggg cag aag cag atg ate gag gag ctg 
Lys Leu Lys Asp Glu Asn Lys Gly Gin Lys Gin Met He Glu Glu Leu 

650 655 660 

agt aag cag aat gag tea acc eta ggg gcc ttg gtc cat aaa tgc act 
Ser Lys Gin Asn Glu Ser Thr Leu Gly Ala Leu Val His Lys Cys Thr 
665 670 675 

ctg ttg gac cgc tac aaa gag gag tct get cag etc att aga gag aag 
Leu Leu Asp Arg Tyr Lys Glu Glu Ser Ala Gin Leu He Arg Glu Lys 
680 685 690 

gaa gag ctg caa teg cgt gtt teg cgt gtc aat gat ctt gtc aag eta 
Glu Glu Leu Gin Ser Arg Val Ser Arg Val Asn Asp Leu Val Lys Leu 
695 700 705 710 

gtc tct agt act ttg tgc caa gag aaa gac age get tec taa 
Val Ser Ser Thr Leu Cys Gin Glu Lys Asp Ser Ala Ser 

715 720 

attttatgta gcatttgtgt gtttgacaag tgcaaatgag atccacagaa ggaatgtgat 
tggaagcgaa tgeagattae tgatgtatag aaacatcctt atcaatgatt gatgtagtct 
aaaatctcaa ctg 



<210> 19 

<211> 1528 

<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (223) . . (1251) 

<400> 19 

atteggcteg agtcgttttg gggtgtgcga ctattgtccc ttctcttcgt ttcgtcggtt 

actaaaatac actaattgee tctctctttc cctttcttct tcttctccgt cttcttcaca 

ctgagttgac tgagtcttcg taactcgctc tctactgtct cagctactca tcgcattctc 

tgeatttate ctccgatcac attttctctc tettegtteg gg atg teg gag aaa 

Met Ser Glu Lys 
1 

get ctt agg gat etc aat aca att ctt gga act gaa agg aag aat gag 
Ala Leu Arg Asp Leu Asn Thr He Leu Gly Thr Glu Arg Lys Asn Glu 
5 10 15 20 

gac tec agt aag gca tgt tta tec aag cct tct gtt gac aat get gtt 



30 



Asp Ser Ser Lys Ala Cys Leu Ser Lys Pro Ser Val Asp Asn Ala Val 

25 30 35 




31 



245 



250 255 260 



agt gac cag etc cca gag tec agg gaa gcg gec cga act eta ctt etc 
Ser Asp Gin Leu Pro Glu Ser Arg Glu Ala Ala Arg Thr Leu Leu Leu 

265 270 275 

gag ctt caa aat gtg tat gag aaa tct cat gat etc ate aag cca get 
Glu Leu Gin Asn Val Tyr Glu Lys Ser His Asp Leu He Lys Pro Ala 

280 285 290 

act cct act gtc aat aat gag cat act gtg aat gag gag aat cca gag 
Thr Pro Thr Val Asn Asn Glu His Thr Val Asn Glu Glu Asn Pro Glu 
295 300 305 

gtg agt tct tgg gaa age ttc tgt cag tea aaa ctt tct cct ctt agt 
Val Ser Ser Trp Glu Ser Phe Cys Gin Ser Lys Leu Ser Pro Leu Ser 
310 315 320 

get caa get gta ctt cgt gta acc acc agt ate get egg gag ggt ctt 
Ala Gin Ala Val Leu Arg Val Thr Thr Ser He Ala Arg Glu Gly Leu 
325 330 335 340 

gtt tea tga cacgcacatt aaacctcact ttgcggcttt catcatttcc 
Val Ser 

ttgtttgctt atcattttct tctgtaaata cagtgegaca attgagatga ttgagttgag 
ttgtcgtcga ageaegtatt gageccaaga tttataatgt gtattctatt attttccccc 
tagctgttgt tacctatatt acttttgatt aatactacta ctactactag ataatggacc 
gggaaaaatt atgagtataa tctttggtct tgtaactgtt tttggatgat tatggtt 



<210> 20 

<211> 1650 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1)..(1530) 

<400> 20 

cca cgc gtc egg gca tta tta gca tea act att gtt cca cat ccg aac 
Pro Arg Val Arg Ala Leu Leu Ala Ser Thr He Val Pro His Pro Asn 
15 10 15 

caa gga aat atg cat gaa cct get ate gac atg cct ttt gga agt gta 
Gin Gly Asn Met His Glu Pro Ala He Asp Met Pro Phe Gly Ser Val 

20 25 30 

ctt ctg caa gca ctg gtt tea agt gat gtc aat gga gat atg gag gca 
Leu Leu Gin Ala Leu Val Ser Ser Asp Val Asn Gly Asp Met Glu Ala 
35 40 45 



32 



-a 



1,3 

s « J 



tgt tgc aga gca tct age gtt ctt tct cac att gtc aag gac aac atg 192 
Cys Cys Arg Ala Ser Ser Val Leu Ser His He Val Lys Asp Asn Met 
50 55 60 



caa age aag gat cgt gta ttg caa att cag ctt gag aca ctt aca ccg 
Gin Ser Lys Asp Arg Val Leu Gin He Gin Leu Glu Thr Leu Thr Pro 
65 70 75 80 

tec ttg ggg cgc act gag cca gta ttg cat cgt att gtc aca tgt ttg 
Ser Leu Gly Arg Thr Glu Pro Val Leu His Arg He Val Thr Cys Leu 

85 90 95 



cat ctg aac tac ata ata gag ctt get tea age aaa cgt tac act get 
His Leu Asn Tyr He He Glu Leu Ala Ser Ser Lys Arg Tyr Thr Ala 
ffi 145 150 155 160 



gag ctt tec cga tea agt gcg aat age atg tea gat ttc caa gaa att 
Glu Leu Ser Arg Ser Ser Ala Asn Ser Met Ser Asp Phe Gin Glu He 
225 230 235 240 

gaa gag gat gaa aca aat aaa gat gat caa cac cct gtc etc tea gaa 
Glu Glu Asp Glu Thr Asn Lys Asp Asp Gin His Pro Val Leu Ser Glu 

245 250 255 

ata ttt gat tea cag ttt gtt aat ttt ctt agt aag etc gag get gat 
He Phe Asp Ser Gin Phe Val Asn Phe Leu Ser Lys Leu Glu Ala Asp 

260 265 270 

att aga gaa aac ata atg gat ata ttt agt egg aca aaa act gca act 



240 



288 



tec ate gca gee tea aca gag gga gaa aac aac caa aac aac caa cca 336 
Ser He Ala Ala Ser Thr Glu Gly Glu Asn Asn Gin Asn Asn Gin Pro 

100 105 HO 

gaa gaa ccg tac att caa cct gtt att ctt egg eta etc ate ata tgg 384 
Glu Glu Pro Tyr He Gin Pro Val He Leu Arg Leu Leu He He Trp 
115 120 125 

ctt gtt gat tgt tea aat get gtt aac tgc ctg ttg gaa tea gca gtg 432 
Leu Val Asp Cys Ser Asn Ala Val Asn Cys Leu Leu Glu Ser Ala Val 
130 135 140 



480 



528 



tgt gtt cgt gga ctg get get gtt gtt eta ggt get tgc ate ctg tac 
Cys Val Arg Gly Leu Ala Ala Val Val Leu Gly Ala Cys He Leu Tyr 

165 170 175 

aat get age cat gag aag ggc cgt gat get ttt get gtt gca gat get 576 
Asn Ala Ser His Glu Lys Gly Arg Asp Ala Phe Ala Val Ala Asp Ala 

180 185 190 

ata agt caa aag att ggc etc aca acg tac ttc ttg agg ttt gac gaa 624 
He Ser Gin Lys He Gly Leu Thr Thr Tyr Phe Leu Arg Phe Asp Glu 
195 200 205 

ttg agg aga age ttg gca cat cct ttg cca gag cag cat cat cgc aag 672 
Leu Arg Arg Ser Leu Ala His Pro Leu Pro Glu Gin His His Arg Lys 
210 215 220 



720 



768 



816 



864 



33 



He Arg Glu Asn He Met Asp He Phe Ser Arg Thr Lys Thr Ala Thr 
275 280 285 



gca etc ctt cct act gaa ttg gag cag aag aac ggg gag gtt gat gga 
Ala Leu Leu Pro Thr Glu Leu Glu Gin Lys Asn Gly Glu Val Asp Gly 
290 295 300 

gag tat ate aaa cga eta aag teg ttt gta gag aaa cag tgc aat gag 
Glu Tyr He Lys Arg Leu Lys Ser Phe Val Glu Lys Gin Cys Asn Glu 
305 310 315 320 

atg cag gac ttg ctg get cga aac gca atg tta gca gaa gag tta gtg 
Met Gin Asp Leu Leu Ala Arg Asn Ala Met Leu Ala Glu Glu Leu Val 

325 330 335 

aga act ggt ggt ggt ace acc aca gat act tea cag aga ccg aac aac 
Arg Thr Gly Gly Gly Thr Thr Thr Asp Thr Ser Gin Arg Pro Asn Asn 

340 345 350 

ggg cga gaa agg gtc cag ate gaa gee ctg aga caa gaa ctg gag gga 
Gly Arg Glu Arg Val Gin He Glu Ala Leu Arg Gin Glu Leu Glu Gly 
355 360 365 

gcg aga cga cag ata gag gca etc gaa act gac aag tec cag ate gaa 
Ala Arg Arg Gin He Glu Ala Leu Glu Thr Asp Lys Ser Gin He Glu 
370 375 380 

gee gaa get aac aac caa cga aac ctt gca gta aaa ctg gag tec gat 
Ala Glu Ala Asn Asn Gin Arg Asn Leu Ala Val Lys Leu Glu Ser Asp 
385 390 395 400 

etc aag age ttg tea gaa get tac aac age ata gag cag gee aac tac 
Leu Lys Ser Leu Ser Glu Ala Tyr Asn Ser He Glu Gin Ala Asn Tyr 

405 410 415 

cgc ctg gat gee gag gta aaa acc ttg egg cag gga ggc agt gtg ccg 
Arg Leu Asp Ala Glu Val Lys Thr Leu Arg Gin Gly Gly Ser Val Pro 

420 425 430 

tat cct gac gtg gag gca ata aag gcg caa gee aag gaa gag get gag 
Tyr Pro Asp Val Glu Ala He Lys Ala Gin Ala Lys Glu Glu Ala Glu 
435 440 445 

aag gac agt gag gcg gag ctg aac ggt ctg ctt gtc tgc etc ggt cag 
Lys Asp Ser Glu Ala Glu Leu Asn Gly Leu Leu Val Cys Leu Gly Gin 
450 455 460 

gaa caa act aag gtt gag aag ctg age aca agg ctg gca gag etc ggc 
Glu Gin Thr Lys Val Glu Lys Leu Ser Thr Arg Leu Ala Glu Leu Gly 
465 470 475 480 

gaa gat gtg gat gee ctt ctg caa ggt att ggt gac gac act gee att 
Glu Asp Val Asp Ala Leu Leu Gin Gly He Gly Asp Asp Thr Ala He 

485 490 495 

ccg gac gat gat gac gac gac gat gaa gat agt gaa gag tga 
Pro Asp Asp Asp Asp Asp Asp Asp Glu Asp Ser Glu Glu 



34 



500 505 
tatgtttatg taaccctgta ggtctgttgg tgcacacaac ctcacgttgg gtcatgatat 
tgtaatggca attggcattg tacagtggat aatgtgtaga caaaggcacc gttccaattt 



<210> 


21 


<211> 


989 


<212> 


DNA 


<213> 


Zea mays 


<220> 




<221> 


CDS 


<222> 


(129) . . (434) 


<400> 


21 



ccacgcgtcc gtgacaattg aactgttttc catgtatgga aagcaggtaa tgttgcttca 

gtatatcata tgactacata ttctcggtat tgtgcccatt acagtttcat gtattctgtg 

gatcactg cag ttt aag att gat cca caa gat ttt caa gat tea gaa cca 
Gin Phe Lys He Asp Pro Gin Asp Phe Gin Asp Ser Glu Pro 
15 10 

gat att ctt gca aat tct get tea teg ata ata gaa egg ate aaa gaa 
Asp He Leu Ala Asn Ser Ala Ser Ser He He Glu Arg He Lys Glu 
15 20 25 30 

aac agt gat cag tgt gec gcg get etc agg teg etc tgt cgc egg aaa 
Asn Ser Asp Gin Cys Ala Ala Ala Leu Arg Ser Leu Cys Arg Arg Lys 

35 40 45 



aag ggc etc act gtc gag gag gca age ttg att ggt gtt gac age ctt 
Lys Gly Leu Thr Val Glu Glu Ala Ser Leu He Gly Val Asp Ser Leu 

50 55 SO 



ggt att gat gta aga gee ttt tct ggc ttg gaa gtt aag act gtt cga 
Gly He Asp Val Arg Ala Phe Ser Gly Leu Glu Val Lys Thr Val Arg 
65 70 75 

ttt tea ttc aat gca cag gcg etc tct gaa cgt tea get gaa aag aag 
Phe Ser Phe Asn Ala Gin Ala Leu Ser Glu Arg Ser Ala Glu Lys Lys 
80 85 90 

ate agg cga atg ctt ttc ccc cgt taccagegta aaaacgtgaa agcctctact 
He Arg Arg Met Leu Phe Pro Arg 
95 100 

gaagatgagt cttaacctat cagctgtttt tcctgagaaa geatgeaaac acctggttca 
aagacaaggt gtcaagggaa tcaacacaat atcatcttat gcgagtttgc taggagatag 
cgcacaacct gtcgactatg agaatgacca aaaacatcag agtaataagg tttgccatgc 
atggtctcta acatgcttcc aagaatatag tttggtttct gacagataat aaaaaaaaaa 



35 



cgaataaggt gccagttcat gtataaaaga tgaactgcga ctttatgctg gcggaaactg 
attagctgac caagccttgt cagctacaaa ttcccagtaa taataacgag ctgcgaggtg 
aaagggcaga gtaataaggt ctcgttggcc taaatcagtt cttagtttct tacccacaac 
ctgtaactaa ctttgttgtc tcttttcatg tagacataaa tgtcatgcaa cgcaactgcg 
attatggcat tgttttgttg aactatacat aaaagaaaac ttgat 



<210> 22 

<211> 1921 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1)..(1764) 

<400> 22 

cca cgc gtc cgc tea gta ctg aaa acc aag cct tec cca cga att etc 
Pro Arg Val Arg Ser Val Leu Lys Thr Lys Pro Ser Pro Arg He Leu 
15 10 15 

aca gaa gca get cct tgg agg cag cag gaa aga agt gee acc aat ate 
Thr Glu Ala Ala Pro Trp Arg Gin Gin Glu Arg Ser Ala Thr Asn He 

20 25 30 

tgt cga gaa get gaa ggg agg cca aga att gca tct gtc tat get gat 
Cys Arg Glu Ala Glu Gly Arg Pro Arg He Ala Ser Val Tyr Ala Asp 
35 40 45 

ata gag aga agg gtt ggg ggc ttc gac ttt tta gag tgt aat aac aag 
He Glu Arg Arg Val Gly Gly Phe Asp Phe Leu Glu Cys Asn Asn Lys 
50 55 60 

gac ttc agg get etc aga ata ttg ggt gca ttg aac gcg aga gat get 
Asp Phe Arg Ala Leu Arg He Leu Gly Ala Leu Asn Ala Arg Asp Ala 
65 70 75 80 

aag aac aag aat gac age agt ggc aga cca atg get act cac aga aca 
Lys Asn Lys Asn Asp Ser Ser Gly Arg Pro Met Ala Thr His Arg Thr 

85 90 95 

gga tat gac eta acc acc tct gga age ttc cag get cct att gtg gtc 
Gly Tyr Asp Leu Thr Thr Ser Gly Ser Phe Gin Ala Pro He Val Val 

100 105 HO 

atg aag cct gca gga acc act gaa aag cat ggg gtt tea ctt get tct 
Met Lys Pro Ala Gly Thr Thr Glu Lys His Gly Val Ser Leu Ala Ser 
115 120 125 

gtt gee ccc ata gca ggc eta aga age ctt aga aag ttg cca get aga 
Val Ala Pro He Ala Gly Leu Arg Ser Leu Arg Lys Leu Pro Ala Arg 



36 



130 135 140 

tat tea tct ttc act ggc aca aat gag acc age aca aat gag aat att 
Tyr Ser Ser Phe Thr Gly Thr Asn Glu Thr Ser Thr Asn Glu Asn lie 
145 150 155 160 

cat ctt egg atg tea aga get caa ttg aag tct gaa gaa act gtc age 
His Leu Arg Met Ser Arg Ala Gin Leu Lys Ser Glu Glu Thr Val Ser 

165 170 175 

agt gec aac teg cca agg cct aca age tea tea agt ccc aga aat gtg 
Ser Ala Asn Ser Pro Arg Pro Thr Ser Ser Ser Ser Pro Arg Asn Val 

180 185 190 

eta aag aat gca gag cct gag agg aga tec cgt cca cct gtt tea cca 
Leu Lys Asn Ala Glu Pro Glu Arg Arg Ser Arg Pro Pro Val Ser Pro 
195 200 205 

aaa tct cca age aag aag tec aat gaa gtt gtc tec cca aaa gga aga 
Lys Ser Pro Ser Lys Lys Ser Asn Glu Val Val Ser Pro Lys Gly Arg 
210 215 220 

aca aga tea aag cct tct cag gtg aaa age cac cgt gat gag gtc tta 
Thr Arg Ser Lys Pro Ser Gin Val Lys Ser His Arg Asp Glu Val Leu 
225 230 235 240 

cag agt aca ggg aac aga ata age tta get aag cag gta gat gtc age 
Gin Ser Thr Gly Asn Arg lie Ser Leu Ala Lys Gin Val Asp Val Ser 

245 250 255 

att ata gac tgt cca aag ctt ccg ggt ggc aac tea acc ttc gtt cca 
He He Asp Cys Pro Lys Leu Pro Gly Gly Asn Ser Thr Phe Val Pro 

260 265 270 

cca age aat get get gca aca gca agt cat aag get cct tea att ctg 
Pro Ser Asn Ala Ala Ala Thr Ala Ser His Lys Ala Pro Ser He Leu 

275 280 285 

gat tea gac caa aac att cat tea ctg gac aac att cca age cct gtc 
Asp Ser Asp Gin Asn He His Ser Leu Asp Asn He Pro Ser Pro Val 
290 295 300 

tct gtc ctt gat acg tec ttc tat cat aaa agg ate tea gat tea ttc 
Ser Val Leu Asp Thr Ser Phe Tyr His Lys Arg He Ser Asp Ser Phe 
305 310 315 320 

aaa gat ggt gag aca cat tct tea gag gaa tgc tgg aac cca aac age 
Lys Asp Gly Glu Thr His Ser Ser Glu Glu Cys Trp Asn Pro Asn Ser 

325 330 335 

ctg cct gac aca cca cag tea aaa gcg age agt gaa gee aac cag att 
Leu Pro Asp Thr Pro Gin Ser Lys Ala Ser Ser Glu Ala Asn Gin He 

340 345 350 

aaa cca gaa aat ttg gaa gtt ctg ate cag aag ctt gag caa eta caa 
Lys Pro Glu Asn Leu Glu Val Leu He Gin Lys Leu Glu Gin Leu Gin 
355 360 365 



37 



tea atg aac gaa gaa gac gca agt ate aaa gaa gtc atg gca tea gtc 
Ser Met Asn Glu Glu Asp Ala Ser He Lys Glu Val Met Ala Ser Val 
370 375 380 

act gca aat aaa gat cac cag tat ate tat gag ata ctg ttg gca tct 
Thr Ala Asn Lys Asp His Gin Tyr He Tyr Glu He Leu Leu Ala Ser 
385 390 395 400 

ggt ctt tta cac aaa gaa cat agt ate acg gca tta cct get caa etc 
Gly Leu Leu His Lys Glu His Ser He Thr Ala Leu Pro Ala Gin Leu 

405 410 415 

caa cca tea aat tat cca ate aat ccg gag etc ttc etc att ctt gag 
Gin Pro Ser Asn Tyr Pro He Asn Pro Glu Leu Phe Leu He Leu Glu 

420 425 430 

caa aca aaa cca gac tta gtt ttt gca ttc caa act gtc agt gga act 
Gin Thr Lys Pro Asp Leu Val Phe Ala Phe Gin Thr Val Ser Gly Thr 
435 440 445 

aag aaa agt tgt aag cct tac acg ggg aag ctt cac cga aga ctt gtg 
Lys Lys Ser Cys Lys Pro Tyr Thr Gly Lys Leu His Arg Arg Leu Val 
450 455 460 

ttt gac ctg gta aac gaa aca ata get caa aag atg ate ate tgc aga 
Phe Asp Leu Val Asn Glu Thr He Ala Gin Lys Met He He Cys Arg 
465 470 475 480 

tct gga age cag cca gta aag ttt ctt caa tea agg aag ttg agt ggg 
Ser Gly Ser Gin Pro Val Lys Phe Leu Gin Ser Arg Lys Leu Ser Gly 

485 490 495 

tgg caa eta ttc aag gat ttg tgc act gag gtt gac agg caa ata aaa 
Trp Gin Leu Phe Lys Asp Leu Cys Thr Glu Val Asp Arg Gin He Lys 

500 505 510 

tgc acc ggg gag gag gag aat gga aac atg ata tta gat gag gat aca 
Cys Thr Gly Glu Glu Glu Asn Gly Asn Met He Leu Asp Glu Asp Thr 
515 520 525 

gtc aat gga acg aaa gat tgg atg age ttc gac act atg eta cat ggc 
Val Asn Gly Thr Lys Asp Trp Met Ser Phe Asp Thr Met Leu His Gly 
530 535 540 

atg gtt tgg gag att gaa cga tec ate ttc aag ggt ctt ate gac gag 
Met Val Trp Glu He Glu Arg Ser He Phe Lys Gly Leu He Asp Glu 
545 550 555 560 

gtt ate ggc ggt gag act ata gag aag atg caa ttt ggg caa agg aaa 
Val He Gly Gly Glu Thr He Glu Lys Met Gin Phe Gly Gin Arg Lys 

565 570 575 

ctg cag agg cag ctt tct ttc agt agt ata aac tga atacgegteg 
Leu Gin Arg Gin Leu Ser Phe Ser Ser He Asn 

580 585 



38 



tagtagtcat ttccatggag aagcttataa caactagtaa atgtgacagt ttcttttttt 
ttcttctgaa gactaaactg tacaagtata aatgatcctc aacactagtc ttgctgcctg 



actattgcaa ttcgagagtt gtgcgac 



<210> 23 

<211> 1023 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1)..{732) 

<400> 23 

cca cgc gtc cga ata ttc ttg gca tgg tgg ctg aca egg aaa get cag 
Pro Arg Val Arg He Phe Leu Ala Trp Trp Leu Thr Arg Lys Ala Gin 
15 10 15 

att cac tgc ctg gca gtt caa atg ctg ctt ctg aga tgc ctg eta atg 
He His Cys Leu Ala Val Gin Met Leu Leu Leu Arg Cys Leu Leu Met 

20 25 30 

gat ctt gat cga caa aac act gga aag get aca gtg eta ggt gat get 
Asp Leu Asp Arg Gin Asn Thr Gly Lys Ala Thr Val Leu Gly Asp Ala 
35 40 45 

gcg cga gta ctg cga gat eta ate act caa gtg gaa tct etc agg cag 
Ala Arg Val Leu Arg Asp Leu He Thr Gin Val Glu Ser Leu Arg Gin 
50 55 60 

gaa caa tct get ctt gta teg gag cgc caa tat gtc agt tec gag aag 
Glu Gin Ser Ala Leu Val Ser Glu Arg Gin Tyr Val Ser Ser Glu Lys 
65 70 75 80 

aat gag ctg caa gag gag aac agt teg etc aag tec caa ata teg gaa 
Asn Glu Leu Gin Glu Glu Asn Ser Ser Leu Lys Ser Gin He Ser Glu 

85 SO 95 

eta caa acc gag etc tgc gca agg atg agg age age age ctg age caa 
Leu Gin Thr Glu Leu Cys Ala Arg Met Arg Ser Ser Ser Leu Ser Gin 

100 105 HO 

acc age ate ggg atg teg gat ccg gca act cac cag cag atg cag atg 
Thr Ser He Gly Met Ser Asp Pro Ala Thr His Gin Gin Met Gin Met 
115 120 125 

tgg age age att ccc cac tta age tec gtg gee atg gcg gcg cgc cca 
Trp Ser Ser He Pro His Leu Ser Ser Val Ala Met Ala Ala Arg Pro 
130 135 140 

gca agt gca gcg tec ccg ttg cac ggc cag gag ggc tac tct get gac 
Ala Ser Ala Ala Ser Pro Leu His Gly Gin Glu Gly Tyr Ser Ala Asp 
145 150 155 160 



39 



gcc ggt caa gcg ggc tac gcg ccg cag ccg caa cct egg gag ctg cag 
Ala Gly Gin Ala Gly Tyr Ala Pro Gin Pro Gin Pro Arg Glu Leu Gin 

165 170 175 

etc ttt ccg ggg tea teg gca teg tct tea ccg gag cgt gaa cgt tct 
Leu Phe Pro Gly Ser Ser Ala Ser Ser Ser Pro Glu Arg Glu Arg Ser 

180 185 190 

tec egg etc gga age ggc cag gcc acg egg ccg age ctg aca gat tec 
Ser Arg Leu Gly Ser Gly Gin Ala Thr Arg Pro Ser Leu Thr Asp Ser 
195 200 205 

ttg ccg ggt cag etc tgc ctg age etc eta cag cca tct cag gaa gca 
Leu Pro Gly Gin Leu Cys Leu Ser Leu Leu Gin Pro Ser Gin Glu Ala 
210 215 220 

age ggc ggc ggc ggc ggc ggc gtc atg teg cgc age aga gag gaa egg 
Ser Gly Gly Gly Gly Gly Gly Val Met Ser Arg Ser Arg Glu Glu Arg 
225 230 235 240 

egg gac ggg tag ccaactgaca gacaacgcac ttgaatcggg gtgtgtggcg 
Arg Asp Gly 

geggcgattg tcctgtaaat accaagaatt ccgtcccttt actggctcgt tcatccagaa 

etaatgetgg tagctgccct gtgttgagcg gcagctctgc ttgttctaga agcttctgag 

aacatgtgtg ggctatgttt tccatgagat tgtaagatgt gaggtggagc cgctagaaca 

cttagcgtgc gttttactga cagtgtggag tgctgctcct tagttggaat agaaaaatgc 
aatttgatgg c 



<210> 24 
<211> 1599 
<212> DNA 

<213> Zea mays 
<220> 

<221> CDS 

<222> (3) . . (1274) 

<400> 24 

cc acg cgt ccg gcc ate egg gag ctt tgg agg ccg aat ccc agt caa 

Thr Arg Pro Ala He Arg Glu Leu Trp Arg Pro Asn Pro Ser Gin 
15 10 15 

tta att etc eta caa aca agg gga att ggt get ttg cat aaa gag ctt 
Leu He Leu Leu Gin Thr Arg Gly He Gly Ala Leu His Lys Glu Leu 

20 25 30 

cca aaa gcg tgt get ttg act ggc age agt gat ccg tgc tac ate gaa 
Pro Lys Ala Cys Ala Leu Thr Gly Ser Ser Asp Pro Cys Tyr He Glu 

35 40 45 



40 



gca tat cat ttg gca gat cca act gat ggc aga att acc eta cat eta 191 
Ala Tyr His Leu Ala Asp Pro Thr Asp Gly Arg He Thr Leu His Leu 
50 55 60 

aag att tta aat ttg act gag ctg gaa etc aac agg gtg gac ate cgt 23 9 

Lys He Leu Asn Leu Thr Glu Leu Glu Leu Asn Arg Val Asp He Arg 
65 70 75 

gtt ggc ctg tct gga gca ctg tat tat atg gat ggt ttc tct cgc act 287 
Val Gly Leu Ser Gly Ala Leu Tyr Tyr Met Asp Gly Phe Ser Arg Thr 
80 85 90 95 

gtt cgt cac ctt egg aat ctt gtt tec cag gat cca gtc caa agt agt 335 
Val Arg His Leu Arg Asn Leu Val Ser Gin Asp Pro Val Gin Ser Ser 

100 105 110 

gtg act gtt gga gtt tea cat ttt gag aga tgc teg etc tgg gtt caa 3 83 
Val Thr Val Gly Val Ser His Phe Glu Arg Cys Ser Leu Trp Val Gin 

115 120 125 

gtt ttg tat tac ccg ttt tat gga agt agt gga tea aca gac tat gaa 431 
Val Leu Tyr Tyr Pro Phe Tyr Gly Ser Ser Gly Ser Thr Asp Tyr Glu 
130 135 140 

gga gat tat gca gaa gag gat tea cag atg atg agg cag aag cgc tea 479 
Gly Asp Tyr Ala Glu Glu Asp Ser Gin Met Met Arg Gin Lys Arg Ser 
145 150 155 

cat egg cct gaa ctt ggg gaa ccg gtt gtt ttg egg tgc caa cca tac 527 
His Arg Pro Glu Leu Gly Glu Pro Val Val Leu Arg Cys Gin Pro Tyr 
160 165 170 175 

aag ttt cct etc get gag etc etc eta cca tta gag tgt tct cca gtt 575 
Lys Phe Pro Leu Ala Glu Leu Leu Leu Pro Leu Glu Cys Ser Pro Val 

180 185 190 

gag tat ttc egg eta tgg cct age eta cca gee atg gtg gag tgc act 623 
Glu Tyr Phe Arg Leu Trp Pro Ser Leu Pro Ala Met Val Glu Cys Thr 

195 200 205 

ggc aca tac aca tat gaa ggc agt ggt ttc aag gec acc get get cag 671 
Gly Thr Tyr Thr Tyr Glu Gly Ser Gly Phe Lys Ala Thr Ala Ala Gin 
210 215 220 

cag tat gac age tct ccc ttc etc agt gga ttg aag teg att tct tct 719 
Gin Tyr Asp Ser Ser Pro Phe Leu Ser Gly Leu Lys Ser He Ser Ser 
225 230 235 

aag ccc ttc cat caa gtc tgc tea cat ttc ate egg aca gta get gga 767 
Lys Pro Phe His Gin Val Cys Ser His Phe He Arg Thr Val Ala Gly 
240 245 250 255 

ttc cag tta tgt tat gca gca aag aca tgg ttt ggt gga ttt gtg ggc 815 
Phe Gin Leu Cys Tyr Ala Ala Lys Thr Trp Phe Gly Gly Phe Val Gly 

260 265 270 
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:« t 



Si S i 



Pis 



s™ 1 



atg atg ata ttt ggg gca agt gaa gtc age egg aat gtt gat ttg ggt 863 
Met Met He Phe Gly Ala Ser Glu Val Ser Arg Asn Val Asp Leu Gly 

275 280 285 

gat gag acc acc aca atg ate tgc aaa ttc gtc atg cgc gca tec gat 911 
Asp Glu Thr Thr Thr Met He Cys Lys Phe Val Met Arg Ala Ser Asp 
290 295 300 

gaa tec ate acg aga gag ate aaa tec gac etc cag ggc tgg ctg gat 959 
Glu Ser He Thr Arg Glu He Lys Ser Asp Leu Gin Gly Trp Leu Asp 
305 310 315 

gat ate acc gac ggc get gtg gaa tac atg cct gag gat gag gtg aag 1007 
Asp He Thr Asp Gly Ala Val Glu Tyr Met Pro Glu Asp Glu Val Lys 
320 325 330 335 

agt gtg gee gee gag cag ctg aag ate tec atg gag agg att gec ctg 1055 
Ser Val Ala Ala Glu Gin Leu Lys He Ser Met Glu Arg He Ala Leu 

340 345 350 

etc aag gca gee agg cca aag gtc cca ccc gca aag acc gat caa gag 1103 
Leu Lys Ala Ala Arg Pro Lys Val Pro Pro Ala Lys Thr Asp Gin Glu 

355 360 365 

gag gaa gag gag cga aag cag age gag gaa eta gat ggg ttt gga aac 1151 
Glu Glu Glu Glu Arg Lys Gin Ser Glu Glu Leu Asp Gly Phe Gly Asn 
370 375 380 

ccc aag ggc ccc teg acg etc tec aag etc acc gcg gag gag get gag 1199 
Pro Lys Gly Pro Ser Thr Leu Ser Lys Leu Thr Ala Glu Glu Ala Glu 
385 390 395 

cac cgc get etc cag get gee gtg ctt cag gag tgg cac cag eta tgc 1247 
His Arg Ala Leu Gin Ala Ala Val Leu Gin Glu Trp His Gin Leu Cys 
400 405 410 415 

aaa gag aga gee atg aaa gcg cag tga ggtcgatttg gaccgtgtgg 12 94 

Lys Glu Arg Ala Met Lys Ala Gin 

420 



atettacgeg 


catgtataat 


tttgtatttt 


tccttcgtct 


cccattcttt 


gcgtgtctat 


1354 


actgctggtt 


tcactcactg 


tatacegteg 


ccgatttgtt 


cattgtattc 


tcaaatactt 


1414 


gtgcacgaaa 


aaacctgttt 


tgtaacatac 


tactgttagg 


gcgtttttaa 


gcttcggtgt 


1474 


gaagatcgat 


tgtacaagag 


aatccaaatg 


tcattgttgc 


cttcccagtt 


ttatgaaaat 


1534 


gcattctgta 


attgaagaat 


tctccccaaa 


atgecacgat 


ttataaataa 


gaaatgtgga 


1594 


attgt 












1599 


<210> 


25 












<211> 


1629 












<212> 


DNA 












<213> 


Zea mays 
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<220> 
<221> 
<222> 



CDS 

(1) . . (1116) 



<400> 25 

cca cgc gtc cgt 
Pro Arg Val Arg 
1 

get gga get ggt 
Ala Gly Ala Gly 

20 

ttc ata gga ctg 
Phe lie Gly Leu 
35 

ttg gca get ctt 
Leu Ala Ala Leu 
50 

gtt eta tgg ttg 
Val Leu Trp Leu 
65 

gga tea ate tta 
Gly Ser lie Leu 



gag cag cct gca 
Glu Gin Pro Ala 

100 

agt gtc cat egg 
Ser Val His Arg 
115 

ttt cac cac cag 
Phe His His Gin 
130 

gag eta gca gca 
Glu Leu Ala Ala 
145 

cgt gtt gee tec 
Arg Val Ala Ser 



act ttg ctt aca 
Thr Leu Leu Thr 

180 

att aca tgg aag 
He Thr Trp Lys 



get tct ggt att 
Ala Ser Gly He 
5 

etc cct gtt cac 
Leu Pro Val His 



ggg gat gac ggt 
Gly Asp Asp Gly 

40 

aaa aag gtg ctg 
Lys Lys Val Leu 
55 

ttt gca caa ttg 
Phe Ala Gin Leu 
70 

aag gac aat gaa 
Lys Asp Asn Glu 
85 

etc egg ttc tat 
Leu Arg Phe Tyr 



gtt caa ctg ctt 
Val Gin Leu Leu 

120 

caa cag cag cag 
Gin Gin Gin Gin 
135 

gtt gaa ate aat 
Val Glu He Asn 
150 

gaa cca tat gat 
Glu Pro Tyr Asp 
165 

ttg cca att ttg 
Leu Pro He Leu 



aaa ggt ctt tec 
Lys Gly Leu Ser 



agt gga act tct 
Ser Gly Thr Ser 
10 

atg aaa ggt gaa 
Met Lys Gly Glu 
25 

gga tat ggt ggt 

Gly Tyr Gly Gly 

aga ggg ate eta 
Arg Gly He Leu 

60 

cct gaa ctt ttg 
Pro Glu Leu Leu 
75 

ggt get etc ttg 
Gly Ala Leu Leu 
90 

gtc gga gga tat 
Val Gly Gly Tyr 
105 

eta caa gtt ttg 
Leu Gin Val Leu 



cag get caa age 
Gin Ala Gin Ser 

140 

gaa ata tgt gac 
Glu He Cys Asp 
155 

get tct aga gtt 
Ala Ser Arg Val 
170 

gtt ctg cgc gag 
Val Leu Arg Glu 
185 

ccg gtt cat ggg 
Pro Val His Gly 



gtg cga ctt act 
Val Arg Leu Thr 
15 

eta aac aca get 
Leu Asn Thr Ala 
30 

ggc tgg gtt cct 
Gly Trp Val Pro 
45 

aag tac etc gga 
Lys Tyr Leu Gly 



aaa gaa ata eta 
Lys Glu He Leu 

80 

aat ttg gat caa 
Asn Leu Asp Gin 
95 

gta ttt gca gta 
Val Phe Ala Val 
110 

agt gtg aaa aga 
Ser Val Lys Arg 
125 

aat get cag gaa 
Asn Ala Gin Glu 



tac ttt age aga 
Tyr Phe Ser Arg 

160 

get tct ttt ate 
Ala Ser Phe He 
175 

ttt tta aag ctg 
Phe Leu Lys Leu 
190 

gac att get act 
Asp He Ala Thr 
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195 



200 



205 



gca cag agg get cgc ate gag ctt tgt ttg gag aat cac tea gga tea 
Ala Gin Arg Ala Arg He Glu Leu Cys Leu Glu Asn His Ser Gly Ser 
210 215 220 

get teg tct gat aac ace gag aac age agt tta gee aag agt aat att 
Ala Ser Ser Asp Asn Thr Glu Asn Ser Ser Leu Ala Lys Ser Asn He 
225 230 235 240 

cat cat gat aga gee cac agt tea gta gaa ttt gec ctg aca ttt gta 
His His Asp Arg Ala His Ser Ser Val Glu Phe Ala Leu Thr Phe Val 

245 250 255 

ctt gac cat get ctt att cct cac atg aat gta get gga gga get gee 
Leu Asp His Ala Leu He Pro His Met Asn Val Ala Gly Gly Ala Ala 

260 265 270 

tgg ctt cca tat tgt gta tct gtg aaa ctt cgc tat tct ttt ggg gac 
Trp Leu Pro Tyr Cys Val Ser Val Lys Leu Arg Tyr Ser Phe Gly Asp 
275 280 285 

aac aat cat ata get ttc ctt get atg aat ggg age cat ggt ggg aga 
Asn Asn His He Ala Phe Leu Ala Met Asn Gly Ser His Gly Gly Arg 
290 295 300 

gee tgc tgg ttg cag ttt gag gag tgg gaa aga tgt aag cag aag gtt 
Ala Cys Trp Leu Gin Phe Glu Glu Trp Glu Arg Cys Lys Gin Lys Val 
305 310 315 320 

tea aga get gtg gaa act gtg aat ggg tct ggt gta get gga gag gta 
Ser Arg Ala Val Glu Thr Val Asn Gly Ser Gly Val Ala Gly Glu Val 

325 330 335 

ggc caa gga agg ctg cga atg gtt gca gag atg ate caa aag cag ctt 
Gly Gin Gly Arg Leu Arg Met Val Ala Glu Met He Gin Lys Gin Leu 

340 345 350 

caa etc tgt eta caa cag eta aga gat gac cca ctt tct gca ggc tct 
Gin Leu Cys Leu Gin Gin Leu Arg Asp Asp Pro Leu Ser Ala Gly Ser 
355 360 365 

act gca tea tga acttgettgg aatgagctct ateaaggeca ttgatgtctg 



Thr Ala Ser 
370 










tcatattcag 


catggccttt 


ggctttgtta 


acgtgtagat 


gtgaaggaat 


acacatttgg 


tagcagtgac 


agtttcgcct 


gaggcttget 


cagatgacaa 


ttttgtacag 


tataaatggt 


ggcggttgac 


tctgatggac 


ctttagttag 


cccatttgaa 


cgtggcctgt 


aacatagcta 


gggtgggtaa 


taatgtgcca 


aggtggaatt 


gctcagggat 


gcaaaatgat 


ettegggaat 


tggttgtctg 


tatcatctac 


tgtaatcgtg 


tcccttttct 


ccctttctga 


tggatagttc 


atttttggat 


tegttatcat 


ctttcttctg 


tctgtactat 


gttaatctag 


acattggtgg 
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atctggtata tgtgttgttg tacatgatat attggcactg gacttgagac tgacgcattt 
gacgtcttag tattagcagg acatctctag ttgtgttcag agtgattgga ccc 



<210> 26 

<211> 966 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . (539) 

<400> 26 

cc acg cgt ccg gat gat ccc tgt cca tat ctt ctt tec ata tgg acc 
Thr Arg Pro Asp Asp Pro Cys Pro Tyr Leu Leu Ser lie Trp Thr 
15 10 15 

cca ggt gaa act gca caa teg ate gat gee ccc aag aca ttc tgt gat 
Pro Gly Glu Thr Ala Gin Ser He Asp Ala Pro Lys Thr Phe Cys Asp 

20 25 30 

tea ggg gag acg ggt aga eta tgt gga agt tea aca tgc ttt agt tgc 
Ser Gly Glu Thr Gly Arg Leu Cys Gly Ser Ser Thr Cys Phe Ser Cys 

35 40 45 

aac aat ata cga gaa atg cag get cag aaa gtc aga gga aca ctt ttg 
Asn Asn He Arg Glu Met Gin Ala Gin Lys Val Arg Gly Thr Leu Leu 
50 55 60 

ata cca tgc cga aca gca atg aga gga age ttc cca ctt aat ggg acg 
He Pro Cys Arg Thr Ala Met Arg Gly Ser Phe Pro Leu Asn Gly Thr 
65 70 75 

tat ttt caa gtt aat gag gta ttt get gac cat tgc tea agt caa aat 
Tyr Phe Gin Val Asn Glu Val Phe Ala Asp His Cys Ser Ser Gin Asn 
80 85 90 95 

cca att gat gtc cca cga agt tgg att tgg gac etc cca aga cga act 
Pro He Asp Val Pro Arg Ser Trp He Trp Asp Leu Pro Arg Arg Thr 

100 105 110 

gtt tac ttt gga acc tea gtt cct aca ata ttc aga ggt tta acg act 
Val Tyr Phe Gly Thr Ser Val Pro Thr He Phe Arg Gly Leu Thr Thr 

115 120 125 

gaa gag ata caa cga tgc ttt tgg aga gga ttt gtt tgc gtg agg ggc 
Glu Glu He Gin Arg Cys Phe Trp Arg Gly Phe Val Cys Val Arg Gly 
130 135 140 

ttt gat agg aca gtg agg gca cca agg ccc ctt tat gca agg ttg cat 
Phe Asp Arg Thr Val Arg Ala Pro Arg Pro Leu Tyr Ala Arg Leu His 
145 150 155 
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ttt cct gtc age aag gtt gtt aga ggc aaa aag cct gga gca gca aga 
Phe Pro Val Ser Lys Val Val Arg Gly Lys Lys Pro Gly Ala Ala Arg 
160 165 170 175 

gca gaa gaa taa tagtacattg aagaaatata ggggtgctaa ccagacgagg 
Ala Glu Glu 

atggatagcc cgaaatgaga tgctgaccca ataggtcgee aaatcacctc caaattctaa 
cccaatgact tccatctgta atgaatggca ataccttgaa aacctgtgat ggagatgttt 
tgtggcgaca tgatctctta aattagattc cgtctttggt aacagectag ctgttcttgt 
tgagtegcat attctttatt ctgaagatca atatagcaaa tgggagaaaa aacatagtgc 
acagtcgagc tgttctaatt gtacctcttg tgagtggaat cagttgttgt acaacaggaa 
gatggaccta tctgtacaat ggtegtacat gttctttgat catagtataa acaatgtaag 
cctcatcagc cgttatttga ttgtttc 



<210> 


27 




<211> 


863 




<212> 


DNA 




<213> 


Zea 


mays 


<220> 






<221> 


CDS 




<222> 


(3) 


. . (671) 


<400> 


27 





cc acg cgt ccg etc agg gtg aag aag etc cag cag gag gec gee egg 
Thr Arg Pro Leu Arg Val Lys Lys Leu Gin Gin Glu Ala Ala Arg 
15 10 15 

tgc ctg age ttg cac aag aca atg gag ctg cag ccg gag ctg teg etc 
Cys Leu Ser Leu His Lys Thr Met Glu Leu Gin Pro Glu Leu Ser Leu 

20 25 30 

ggc cct gtg tgg ccg ggc ttc gec gec ggt gac ctg gec gec aag age 
Gly Pro Val Trp Pro Gly Phe Ala Ala Gly Asp Leu Ala Ala Lys Ser 

35 40 45 

tec teg tec gag tct gac gga ace tec egg aag aag agg aag cac tac 
Ser Ser Ser Glu Ser Asp Gly Thr Ser Arg Lys Lys Arg Lys His Tyr 
50 55 60 

acc gec age tgg gag gag cct cag cag ccg ccc gcg age ctg gag etc 
Thr Ala Ser Trp Glu Glu Pro Gin Gin Pro Pro Ala Ser Leu Glu Leu 

65 70 75 

cag etc aac gac cca ctg cct etc gac tgg gag cag tgc etc gac etc 
Gin Leu Asn Asp Pro Leu Pro Leu Asp Trp Glu Gin Cys Leu Asp Leu 
80 85 90 95 
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caa tct ggg agg atg tat tac etc aac egg aag acg ctg aag aag age 
Gin Ser Gly Arg Met Tyr Tyr Leu Asn Arg Lys Thr Leu Lys Lys Ser 

100 105 110 

tgg gtc aga ccc cag gtg cag age gtg aac ctg gac etc aac ate tec 
Trp Val Arg Pro Gin Val Gin Ser Val Asn Leu Asp Leu Asn He Ser 

115 120 125 

acg get gee gec ate gac aac tgt gee gee aac ggt get get gee get 
Thr Ala Ala Ala He Asp Asn Cys Ala Ala Asn Gly Ala Ala Ala Ala 
130 135 140 

get tec gac gac gag gac gag cca agg aaa ccc get ggc act ttg ttc 
Ala Ser Asp Asp Glu Asp Glu Pro Arg Lys Pro Ala Gly Thr Leu Phe 
145 150 155 

tct gga ggc age atg gtg gee gtg ccg tgc gee aac tgc cat etc eta 
Ser Gly Gly Ser Met Val Ala Val Pro Cys Ala Asn Cys His Leu Leu 
160 165 170 175 

gtc atg ctg tgc aag tec tec ccg tec tgc ccc aac tgc aag ttc gtg 
Val Met Leu Cys Lys Ser Ser Pro Ser Cys Pro Asn Cys Lys Phe Val 

180 185 190 

cag cct ctg gca cct get gtg ccg cct gcg gcg gtg gee cat tgg agg 
Gin Pro Leu Ala Pro Ala Val Pro Pro Ala Ala Val Ala His Trp Arg 

195 200 205 

ate gat gec gee gtc aag ccg ctg gag acc ctg age ctt etc cat tag 
He Asp Ala Ala Val Lys Pro Leu Glu Thr Leu Ser Leu Leu His 
210 215 220 

gcacatgcac ttcaccggca gcagattgta gaaaggaaat cgtagttacg tagtagtggt 
gcatgggtta gtattactat tacctgggta atgeatgage ggtcgaatga aaattggaaa 
tgtgaaacta ccgtgcatgc atggtgacat gacaaaatac aaaatggtga agccagcctc 
aaattaaact gc 



<210> 28 

<211> 1438 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (241) . . (1152) 

<400> 28 

ccacgcgtcc gcggacgcgt gggctccagc gtgcgcggcg tcccgatcgc ttcgtaaccg 
cctgattgat ccgcctgtcc tccgaggctt tcaccgcgcg gctttaatcc cgattgggtt 
ggctggaccg caacccaatt gggggttaat tgggattget actccgcggc tgcctgtccc 
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tcgtgttcct ggattggcga ggccaatcga ctggtttgct gcagcctcct gggtagaat 



atg aag eta aaa aat age gca gtg gag act ttt aag gag aac aat atg 
Met Lys Leu Lys Asn Ser Ala Val Glu Thr Phe Lys Glu Asn Asn Met 
15 10 15 

att ttc act tct gaa gga aat etc cac tct aaa aaa atg cga gaa gat 
lie Phe Thr Ser Glu Gly Asn Leu His Ser Lys Lys Met Arg Glu Asp 

20 25 30 

tat gtt get agt cca aac caa ccg ggt get gtc cag aca aga tgc aaa 
Tyr Val Ala Ser Pro Asn Gin Pro Gly Ala Val Gin Thr Arg Cys Lys 
35 40 45 

tgg ata att gga gat gta act gag gtc ttt gat cgc age aca tgg aag 
Trp lie lie Gly Asp Val Thr Glu Val Phe Asp Arg Ser Thr Trp Lys 
50 55 €0 

ctt gga aag ate tta aag atg eta aag aac aac tac ttt gtt ate agg 
Leu Gly Lys lie Leu Lys Met Leu Lys Asn Asn Tyr Phe Val lie Arg 
65 70 75 80 

ctt get gat tgc ate cag ctg aaa gag ttc cac ata tct agt ttg aga 
Leu Ala Asp Cys lie Gin Leu Lys Glu Phe His lie Ser Ser Leu Arg 

85 90 95 

ate cca cgt ggt ctg gaa get cct caa age aag ccc ttt cat gca gca 
lie Pro Arg Gly Leu Glu Ala Pro Gin Ser Lys Pro Phe His Ala Ala 

100 105 110 

gat aag gee ace gga cgc ggt aat cgt cga cct get gat ggc gee ttg 
Asp Lys Ala Thr Gly Arg Gly Asn Arg Arg Pro Ala Asp Gly Ala Leu 
115 120 125 

ccc ggc gca agg get gcg gat caa atg ggt cac cga gee tac gag ctg 
Pro Gly Ala Arg Ala Ala Asp Gin Met Gly His Arg Ala Tyr Glu Leu 
130 135 140 

ggg age age ggc aag aag egg aaa gca ace gca gac gee tct cac cat 
Gly Ser Ser Gly Lys Lys Arg Lys Ala Thr Ala Asp Ala Ser His His 
145 150 155 160 

eta ggc aga gca gca gca gca cac tec egg aag gtc gee gca gee tec 
Leu Gly Arg Ala Ala Ala Ala His Ser Arg Lys Val Ala Ala Ala Ser 

165 170 175 

aac ccg aac ggc ggc age tac ccg cac age tct tea cag gee ata gaa 
Asn Pro Asn Gly Gly Ser Tyr Pro His Ser Ser Ser Gin Ala lie Glu 

180 185 190 

gac gee gaa tgc teg gtg gee age tgc age gtg gac gac ctt tac cgc 
Asp Ala Glu Cys Ser Val Ala Ser Cys Ser Val Asp Asp Leu Tyr Arg 

195 200 205 

etc ggc aat ggc ggc aac gec aag cgt cgc ccc gee gee gca ggg tgc 
Leu Gly Asn Gly Gly Asn Ala Lys Arg Arg Pro Ala Ala Ala Gly Cys 
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210 



215 



220 



iS4 



1 '!7"J 



Li- * 

■ r» ' '■ 



etc cct gac gac gec atg tec gcg tgc ccg tgc acg ccc ggg gcg agg 960 
Leu Pro Asp Asp Ala Met Ser Ala Cys Pro Cys Thr Pro Gly Ala Arg 
225 230 235 240 

gac ggg gag gac gac gac gcg gcg ggc gtg cac ggg ctg gag ctg gag 1008 
Asp Gly Glu Asp Asp Asp Ala Ala Gly Val His Gly Leu Glu Leu Glu 

245 250 255 

gcg tac ggg teg act atg egg gcg ctg tac gcg teg ggg ccg ctg acg 1056 
Ala Tyr Gly Ser Thr Met Arg Ala Leu Tyr Ala Ser Gly Pro Leu Thr 

260 265 270 

tgg gag cag gag gcg ctg ctg acg aac ctg cgc ctg teg etc aac ate 1104 
Trp Glu Gin Glu Ala Leu Leu Thr Asn Leu Arg Leu Ser Leu Asn lie 
275 280 285 

tec aac gag gag cat ctg etc cag etc agg cgc eta ctg tec teg tga 1152 
Ser Asn Glu Glu His Leu Leu Gin Leu Arg Arg Leu Leu Ser Ser 
290 295 300 

ttattggcac ttggcattgg cgcattgcca gccaccaccc ttctggcctt etctttegta 1212 

cgtctccagc gtegtegteg gccaacggcc atgeaegteg gcttggctcg cggaacgccg 1272 

cgttcagcga gcctcttgct tttactcttg ttgctaattg ctattacatg gttctctgtc 1332 

tagtctaggt agaaagaatc ctatgttcat accagtgtcg agacatgtca tgccttttgt 1392 

atcctggata tagtcttget tgtaaatgea aacaagtttt cctttg 1438 



<210> 29 
<211> 1146 



# ; * <212> OTA 



<213> Zea mays 
<220> 

<221> CDS 

<222> (1) . . (1011) 

<400> 29 

cca cgc gtc cgc cga cac gca egg cac gag cac gac aga teg ggc gac 48 

Pro Arg Val Arg Arg His Ala Arg His Glu His Asp Arg Ser Gly Asp 
15 10 15 

tgg &gt cat cgc cgc egg gee ggt cgc ggt egg ate ccc ccg etc cgc 96 
Trp Ser His Arg Arg Arg Ala Gly Arg Gly Arg lie Pro Pro Leu Arg 

20 25 30 

etc etc tec ttc gat teg ttg ctt ccc get tea aat cca age cac cac 144 
Leu Leu Ser Phe Asp Ser Leu Leu Pro Ala Ser Asn Pro Ser His His 
35 40 45 

cct ttc ctt ccc atg get tec gac gee ccg gcg gag caa ccg gcg acg 192 
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Pro Phe Leu Pro Met Ala Ser Asp Ala Pro Ala Glu Gin Pro Ala Thr 
50 55 60 



cag cag aag ccc acc agg gtc teg ctg tec tat gag gag ate tec aag 
Gin Gin Lys Pro Thr Arg Val Ser Leu Ser Tyr Glu Glu lie Ser Lys 
65 70 75 80 

etc ttc tec etc ccc ate get gag gcg gee tec ate etc gga gtc tgc 
Leu Phe Ser Leu Pro He Ala Glu Ala Ala Ser He Leu Gly Val Cys 

85 90 95 

acc agt gtc ttg aag agg ate tgc cgc acc cac ggg att gtt agg tgg 
Thr Ser Val Leu Lys Arg He Cys Arg Thr His Gly He Val Arg Trp 

100 105 110 

cca tat cgt aag ctt gtt tct ggg aaa get ggg gat gac aca aaa ggt 
Pro Tyr Arg Lys Leu Val Ser Gly Lys Ala Gly Asp Asp Thr Lys Gly 
115 120 125 

cct gat age gac aaa gee aac gaa etc ctt gag gta tea aaa ate gcg 
Pro Asp Ser Asp Lys Ala Asn Glu Leu Leu Glu Val Ser Lys He Ala 
130 135 140 

aaa caa aag get ccc agt gca tea ggc cca tea gta gtg tea tea age 
Lys Gin Lys Ala Pro Ser Ala Ser Gly Pro Ser Val Val Ser Ser Ser 
145 150 155 160 

act tec caa gga gcg gca aag tct caa cag ggc aat tct aag gca gga 
Thr Ser Gin Gly Ala Ala Lys Ser Gin Gin Gly Asn Ser Lys Ala Gly 

165 170 175 

cag ttt tea gtt teg cca cca aca ggt aaa cat aac gca tea eta agt 
Gin Phe Ser Val Ser Pro Pro Thr Gly Lys His Asn Ala Ser Leu Ser 

180 185 190 

ttg acc cat age caa gee aag gee ate cct tgc tat atg gat gat ttc 
Leu Thr His Ser Gin Ala Lys Ala He Pro Cys Tyr Met Asp Asp Phe 
195 200 205 

aag tac gga ttc ccg tea tct ggc ttg tct tgt gaa act atg aaa tgg 
Lys Tyr Gly Phe Pro Ser Ser Gly Leu Ser Cys Glu Thr Met Lys Trp 
210 215 220 

tgg ggc aca age age gac aca gac tat gtg cct acc aaa gat gga age 
Trp Gly Thr Ser Ser Asp Thr Asp Tyr Val Pro Thr Lys Asp Gly Ser 
225 230 235 240 

cat gaa ccc cat gaa tea aca aca cat gag cca tea aag ggc atg act 
His Glu Pro His Glu Ser Thr Thr His Glu Pro Ser Lys Gly Met Thr 

245 250 255 

gat gat gac gag ttg gac tgg gga gca gat gaa gcg gaa get gaa get 
Asp Asp Asp Glu Leu Asp Trp Gly Ala Asp Glu Ala Glu Ala Glu Ala 

260 265 270 

gat ggc act gtt acg gca gag gca teg gca cag ctg tgc teg ctg aga 
Asp Gly Thr Val Thr Ala Glu Ala Ser Ala Gin Leu Cys Ser Leu Arg 



50 



275 



280 



285 



agg aaa gca gta gat gac ggg cgc aaa eta ttg aat ggt cac aac cgc 
Arg Lys Ala Val Asp Asp Gly Arg Lys Leu Leu Asn Gly His Asn Arg 
290 295 300 

agg ggc caa gaa ttc tct agg ctg aac aaa agg cag aag aca gcg eta 
Arg Gly Gin Glu Phe Ser Arg Leu Asn Lys Arg Gin Lys Thr Ala Leu 
305 310 315 320 

gec cag gta ttt ggg get tea ctg cca gaa tgt tgt att act cgt gtc 
Ala Gin Val Phe Gly Ala Ser Leu Pro Glu Cys Cys lie Thr Arg Val 

325 330 335 

tag tgagtgaaga acaactgtag ctgtgttttc cctccttctc cagaccctca 

tgtaatctga cccgttatta gcgagaagtg tgaaatcttc tcactgaatt gaagaatggc 

aggagcttgt tttgtcttcc ttatc 



3 



<210> 30 

<211> 592 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . (590) 

<400> 30 

tt gag ata gac ccc ate ace aag gaa gtc ttg gca acg ccg ate gec 
Glu He Asp Pro He Thr Lys Glu Val Leu Ala Thr Pro He Ala 
15 10 15 

gat gec ctg ggg cga aaa ttt acc cgc ttt gga cat caa gee aag gaa 
Asp Ala Leu Gly Arg Lys Phe Thr Arg Phe Gly His Gin Ala Lys Glu 

20 25 30 

gac agg cag gee gec att ttc egg tct gag aat ggg aac gta tgg cag 
Asp Arg Gin Ala Ala He Phe Arg Ser Glu Asn Gly Asn Val Trp Gin 

35 40 45 

gta aaa ate ttt ggt gaa gac aag acg ggc aag egg tea ggg cag tat 
Val Lys He Phe Gly Glu Asp Lys Thr Gly Lys Arg Ser Gly Gin Tyr 
50 55 SO 

eta gca ccg aca ggc ata ggg gac gtg ccc tat ctg cca aca att ccc 
Leu Ala Pro Thr Gly He Gly Asp Val Pro Tyr Leu Pro Thr He Pro 
65 70 75 

cgc egg ate att ttg gcg ate gee gaa aag cat ggg gtc aaa cca ccg 
Arg Arg He He Leu Ala He Ala Glu Lys His Gly Val Lys Pro Pro 
80 85 90 95 

gaa gat ggt caa gat ttt tgg ccc tgg ttt gtg gat cat cct gag att 
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Glu Asp Gly Gin Asp Phe Trp Pro Trp Phe Val Asp His Pro Glu lie 

100 105 110 



ccc ttg att gtg acg gaa ggg ggg aag aaa get tta gec gec ate age 
Pro Leu He Val Thr Glu Gly Gly Lys Lys Ala Leu Ala Ala He Ser 

115 120 125 

caa ggt tac gtg gec ctg agt etc tat ggc tgt tta tgt ggc aac gat 
Gin Gly Tyr Val Ala Leu Ser Leu Tyr Gly Cys Leu Cys Gly Asn Asp 
130 135 140 

ggt eta ace ate aaa ccg tea tta ttg ccc tat gtg cag ggg cga gaa 
Gly Leu Thr He Lys Pro Ser Leu Leu Pro Tyr Val Gin Gly Arg Glu 
145 150 155 

gta gcg ate gec tat gac cag gat gca aag ggt age aag gga cga aag 
Val Ala He Ala Tyr Asp Gin Asp Ala Lys Gly Ser Lys Gly Arg Lys 
160 165 170 175 

gca gtc ttt aag ggc aca aaa egg ctg get cgt aac ctg ace tat cac 
Ala Val Phe Lys Gly Thr Lys Arg Leu Ala Arg Asn Leu Thr Tyr His 

180 185 190 



get aag gca acg gtc aa 
Ala Lys Ala Thr Val 

195 



<210> 31 

<211> 831 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1) . . (456) 

<400> 31 

cca cgc gtc egg atg aac ctg egg egg cag acc ccg ctg gec gcg ate 
Pro Arg Val Arg Met Asn Leu Arg Arg Gin Thr Pro Leu Ala Ala He 
15 10 15 

cac gec gcg ctg gcg teg gcg gac gee atg gtg gee gtg cac ggc gcg 
His Ala Ala Leu Ala Ser Ala Asp Ala Met Val Ala Val His Gly Ala 

20 25 30 

gec gtc acc cac ttc etc ttc atg cgc ccg ggc tec gtg etc etc cag 
Ala Val Thr His Phe Leu Phe Met Arg Pro Gly Ser Val Leu Leu Gin 
35 40 45 

gtc gtg ccc gtg ggg etc gac tgg gcg gee gac gec ttc tac ggc aag 
Val Val Pro Val Gly Leu Asp Trp Ala Ala Asp Ala Phe Tyr Gly Lys 
50 55 60 

ccc gcg cag cag etc ggc etc gag tac etc gag tac aag gtg gcg ccc 
Pro Ala Gin Gin Leu Gly Leu Glu Tyr Leu Glu Tyr Lys Val Ala Pro 
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65 



70 



75 



80 



gag gag age teg ctg gec gec gag tac ggc etc gac age ace gtt ctg 
Glu Glu Ser Ser Leu Ala Ala Glu Tyr Gly Leu Asp Ser Thr Val Leu 

85 90 95 

agg aac ccc tgg gtg ate age age cgc ggc tgg tgg gag atg aag aaa 
Arg Asn Pro Trp Val He Ser Ser Arg Gly Trp Trp Glu Met Lys Lys 

100 105 HO 

gtg tac atg gac cgc cag aac gtc acc gtt aac ate aag egg ttc ggc 
Val Tyr Met Asp Arg Gin Asn Val Thr Val Asn He Lys Arg Phe Gly 
115 120 125 

gag eta etc agg acg gcg egg acg cac etc aag aac acc acg gcg tgc 
Glu Leu Leu Arg Thr Ala Arg Thr His Leu Lys Asn Thr Thr Ala Cys 
130 135 140 

gec gec gec gcg gcg ctg agg tag aagatgetag ttgagcttgg teaggtgeta 
Ala Ala Ala Ala Ala Leu Arg 
145 150 

atgacttagt catacttgtc aatttctttg tgttttcgtc gagatcctgt aaatatgatt 
gggttggttc ttttggtcga gagattggtg gggatcgatc gccttcttct acagtgeatt 
cgtttggttc atggtgttgc tagagcagaa gcagatgaag aatagtttat ggcaggggca 
gctgtcctca aacaccttgt tcacactagt tcataggggt agcagctctt tttatttctc 
ttcaaatttt ctttttgttc ttctcattct ttgggtgtca tgatgatgta taagaaacta 
catgtctttc tctgtaacaa agatcaatag tccagactct tttac 



<210> 32 

<211> 1321 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . (1073) 

<400> 32 



cc acg cgt ccg att gaa cca gga tea agg cca gaa act tct gac tat 
Thr Arg Pro He Glu Pro Gly Ser Arg Pro Glu Thr Ser Asp Tyr 
15 10 15 

cct cag tea agt gag agg cca ctg act gee aca age agt ttc agt tct 
Pro Gin Ser Ser Glu Arg Pro Leu Thr Ala Thr Ser Ser Phe Ser Ser 

20 25 30 

gca tec cca ttt tea gaa tea age cag tta get tea tct agt aaa caa 
Ala Ser Pro Phe Ser Glu Ser Ser Gin Leu Ala Ser Ser Ser Lys Gin 

35 40 45 
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cca gcc cca tat eta cct cgc aac cat atg ggc agg egg tct ttc atg 
Pro Ala Pro Tyr Leu Pro Arg Asn His Met Gly Arg Arg Ser Phe Met 
50 55 60 



tct aaa cca gtc tac cca ctt gtc ttc egg aat cct gtc tea gaa tea 
Ser Lys Pro Val Tyr Pro Leu Val Phe Arg Asn Pro Val Ser Glu Ser 
65 70 75 

gaa gcg tgc agg atg ctt gag gtt ggt aat gcc ggg cga gcg aca cca 
Glu Ala Cys Arg Met Leu Glu Val Gly Asn Ala Gly Arg Ala Thr Pro 
80 85 90 95 

agt gat gac age caa get tct cct ctg tgg cgt cgc age ttg gcg age 
Ser Asp Asp Ser Gin Ala Ser Pro Leu Trp Arg Arg Ser Leu Ala Ser 

100 105 110 

cca gat etc aag ttc cac aat gca ccg aat gaa ctt ggg aag atg gaa 
Pro Asp Leu Lys Phe His Asn Ala Pro Asn Glu Leu Gly Lys Met Glu 

115 120 125 

ace tea ccc gaa ccg aac aca age tea aga agg gaa ggg ttc aga tgg 
Thr Ser Pro Glu Pro Asn Thr Ser Ser Arg Arg Glu Gly Phe Arg Trp 
130 135 140 

age aac gcc age agt tat gac ttt gga tac gat gga gat gcc att gac 
Ser Asn Ala Ser Ser Tyr Asp Phe Gly Tyr Asp Gly Asp Ala lie Asp 
145 150 155 

att tea gat cat ate age ate gag tec cag aga tct ccc acg age tea 
lie Ser Asp His He Ser He Glu Ser Gin Arg Ser Pro Thr Ser Ser 
160 165 170 175 

gcg agg ttc ctg aag tgt ggg ctg tgc gag aga ttc ctg cac cag aaa 
Ala Arg Phe Leu Lys Cys Gly Leu Cys Glu Arg Phe Leu His Gin Lys 

180 185 190 

tea ccc tgg ace teg aac agg att gtt cga aac gcc gac atg cca gtg 
Ser Pro Trp Thr Ser Asn Arg He Val Arg Asn Ala Asp Met Pro Val 

195 200 205 

gca gca gtt ctg cct tgc cga cat gtc ttc cac gcg gat tgc ttg gag 
Ala Ala Val Leu Pro Cys Arg His Val Phe His Ala Asp Cys Leu Glu 
210 215 220 

gaa age act gcc aag aca gaa gtc cat gaa cca cct tgc ccc ctg tgc 
Glu Ser Thr Ala Lys Thr Glu Val His Glu Pro Pro Cys Pro Leu Cys 
225 230 235 

gcg cga gcc act gac gat gaa ggg cac gtg teg ttc tea gaa cct ctg 
Ala Arg Ala Thr Asp Asp Glu Gly His Val Ser Phe Ser Glu Pro Leu 
240 245 250 255 

cat gtt gcc etc cga tct get cgc agg aac ctt teg ttg ggc act ggt 
His Val Ala Leu Arg Ser Ala Arg Arg Asn Leu Ser Leu Gly Thr Gly 

260 265 270 
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m 



get ggt ggg aac age ggc att tct gac cct cct cgc act gat cgt ggc 863 
Ala Gly Gly Asn Ser Gly lie Ser Asp Pro Pro Arg Thr Asp Arg Gly 

275 280 285 

ttg aag agg aac aac tct gca gtc atg cct agg cgc age ggc ggc gca 911 
Leu Lys Arg Asn Asn Ser Ala Val Met Pro Arg Arg Ser Gly Gly Ala 
290 295 300 

ttg ttc cgc aat cgc ttc aag aaa cag ttc ccc ttc aaa gcg agg ate 959 
Leu Phe Arg Asn Arg Phe Lys Lys Gin Phe Pro Phe Lys Ala Arg He 
305 310 315 

ggg aag gag etc ttt ggc ggt agg gtt etc aac aag gtt gga ttg tct 1007 
Gly Lys Glu Leu Phe Gly Gly Arg Val Leu Asn Lys Val Gly Leu Ser 
320 325 330 335 

ttg tct tea ggt cag cat gat gat cat cga cag caa gcg cca aag cat 1055 
Leu Ser Ser Gly Gin His Asp Asp His Arg Gin Gin Ala Pro Lys His 

340 345 350 

gac egg ccc atg aag tag ctagatctta gtggcacaga gtataatatg 1103 
Asp Arg Pro Met Lys 

355 

ttgtgtgccc tcctgatatt ttatctatgg catctgttat cgaaacttgg catccatgcg 1163 

cagcagtcgt ccaagatggg ggccctgtat ggattatgga aggctgettg cattgcgtgt 122 3 

aacagtagca ccttgccatt gcatgtattt tgcatgtagc acagtaagaa tctatgccct 12 83 

gtgattgata tgttctgaat gttccgcttg atctgttc 1321 



W <210> 


33 


<211> 


3297 


*p <212> 


DNA 


Q <213> 


Zea mays 


<220> 




<221> 


CDS 


<222> 


(117) . . (2939) 


<400> 


33 



ccacgcgtcc gggegaggea gggagctttc caggctccgt cgtcccgatg actgcgcagc 



60 



tataacctcg ggggegegge ageatgegtc ttaacgaagg ataaagacct gctaag atg 119 

Met 



gec atg gec atg gec agg ttc etc teg tgg ttg ttc aca tgc ttc gca 167 
Ala Met Ala Met Ala Arg Phe Leu Ser Trp Leu Phe Thr Cys Phe Ala 

5 10 15 

get etc gec gtc ctg gag gee acg gtc cct get cgt tea tgg cgc get 215 
Ala Leu Ala Val Leu Glu Ala Thr Val Pro Ala Arg Ser Trp Arg Ala 
20 25 30 
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ccg 
Pro 


agt 
Ser 
35 


ccc 
Pro 


acc 
Thr 


ccg 
Pro 


agg 
Arg 


cac 
His 
40 


gaa 
Glu 


gcg 

Ala 


agg 
Arg 


agg 
Arg 


■h f- r* 

Phe 

45 


gag 
Glu 


Cay 

Gin 


aag 
Lys 


acg 
Thr 


ZD J 


gac 
Asp 
50 


agg 
Arg 


J_ i_ _j 

ttc 
Phe 


tgg 
Trp 


gag 

Glu 


tac 
Tyr 
55 


cag 
Gin 


gag 
Glu 


cag 
Gin 


age 
Ser 


aat 
Asn 
60 


acc 
Thr 


tgg 
Trp 


gua 
Val 


caa 
Gin 


gt;a 
Val 
65 


Til 
J 11 


cgc 
Arg 


gcg 

Ala 


ccg 
Pro 


4— 4— a 

ttc 
Phe 


gac 
Asp 
70 


etc 
Leu 


atg 
Met 


tec 
Ser 


tgc 
Cys 


ate 
He 
75 


aac 
Asn 


ggc 
Gly 


acc 
Thr 


ugc 
Cys 


aca 
Thr 
80 


aag 
Lys 


J J J 


gta 

Val 


gga 
Gly 


teg 
Ser 


ate 
He 
85 


Gly 


egg 

Arg 


ctg 
Leu 


gcg 

Ala 


agg 
Arg 
90 


gag 
Glu 


cct 
Pro 


gga cga 
Gly Arg 


cac 
His 
95 


ggc 

Gly 


Leu 


'lU / 


cct 
Pro 


ccc 
Pro 


* 

gtc 
Val 
100 


cag 
Gin 


age 
Ser 


cag 
Gin 


gag 
Glu 


gag 
Glu 
105 


gag 
Glu 


gag 
Glu 


gaa gac 
Glu Asp 


acg 
Thr 
110 


egg 

Arg 


egg 

Arg 


gu t 
Val 


/ICC 


n ca 9 
M Gin 

■ ^ -f 


gga 
Gly 
115 


gat 
Asp 


ggt 
Gly 


gca 
Ala 


gaa 
Glu 


gaa 
Glu 
12 0 


gac 
Asp 


cct 
Pro 


gtc 
Val 


ctg 
Leu 


cct 
Pro 
125 


gta 
Val 


agg 
Arg 


agg 

Arg 


aga 
Arg 


r AO 

b US 


att 

5^;? Tie 

w 130 


tec 

Ser 


ttg 
Leu 


aca 
Thr 


aga 
Arg 


j 

atg 
Met 
135 


j 

tea 
Ser 


gag 

Glu 


teg 
Ser 


tea 
Ser 


gtc 
Val 
140 


tgg 

Trp 


gtg 

Val 


aca 
Thr 


ggg 

Gly 


cag 
Gin 
145 


bo J. 


v.i z 

age 


ggc 
Gly 


tec 
Ser 


ate 
He 


tac 
Tyr 
150 


gag 

Glu 


agg 
Arg 


ttc 
Phe 


tgg 
Trp 


aac 
Asn 
155 


ggg gtg 

Gly Val 


gtg 

Val 


tgg 

Trp 


gtg 

Val 
160 


att 
He 


599 


? 3 , 

I!!"- get 

!W Ala 


cct 
Pro 


cat 
His 


gag 
Glu 
165 


etc 
Leu 


cct 
Pro 


gee 
Ala 


teg 
Ser 


get 

Ala 
170 


ggg 

Gly 


tat 

Tyr 


gee 
Ala 


acc 
Thr 


gca 
Ala 
175 


act 

Thr 


4-4-^-4 

ttc 
Phe 


£1 A ""7 


iss^ att 
He 


gtc 
Val 


aat 
Asn 
180 


aca 
Thr 


act 
Thr 


ate 
He 


Ctt 

Leu 


get 
Ala 
185 


ctg 
Leu 


j_ j 

tct 
Ser 


gaa 
Glu 


get 
Ala 


gga 

Gly 
190 


acc 
Thr 


etc 
Leu 


tac 

Tyr 




cag 
Gin 


ttg 
Leu 
195 


cag 
Gin 


eta 
Leu 


aat 
Asn 


gag 
Glu 


cat 
His 
200 


gee 
Ala 


cag 
Gin 


cct 
Pro 


ate 
He 


tgg 

Trp 
205 


aca 
Thr 


gag 
Glu 


atg 
Met 


gca 
Ala 


■"7 A O 

743 


ttc 
Phe 
210 


aac 
Asn 


tea 
Ser 


age 
Ser 


cag 
Gin 


cag 
Gin 
215 


tea 
Ser 


gcg 
Ala 


aat 
Asn 


ctt 
Leu 


gga tta 
Gly Leu 
220 


aaa 
Lys 


aca 
Thr 


caa 
Gin 


agt 
Ser 
225 


/ y i 


caa 
Gin 


get 
Ala 


atg 
Met 


cgt 
Arg 


ata 
He 
230 


aga 
Arg 


aat 
Asn 


ggg 

Gly 


att 
He 


gta 
Val 
235 


tec 
Ser 


aat gat 
Asn Asp 


gga 

Gly 


agg 
Arg 
240 


aaa 
Lys 


839 


ctt 
Leu 


ttc 
Phe 


ctg 
Leu 


tct 
Ser 


ate 
He 


atg 
Met 


aat 
Asn 


gga 
Gly 


tec 
Ser 


ctg 
Leu 


ctt 
Leu 


gag 
Glu 


gta 

Val 


aca 
Thr 


gaa 
Glu 


att 
He 


887 



245 250 255 
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cag cct eta agg tgg aat tac cat ggg cgt cct cca ggt gca gac gtg 
Gin Pro Leu Arg Trp Asn Tyr His Gly Arg Pro Pro Gly Ala Asp Val 
260 265 270 



teg tat ata tct gat get gga aat ctg egg cca ggg ace ctg ttc aca 
Ser Tyr lie Ser Asp Ala Gly Asn Leu Arg Pro Gly Thr Leu Phe Thr 
275 280 285 

gta agt tec act gga gac etc tat gag ttt gac aaa gaa aca aag cca 
Val Ser Ser Thr Gly Asp Leu Tyr Glu Phe Asp Lys Glu Thr Lys Pro 
290 295 300 305 

tea tgg aaa aag cat ata tgg agt gaa gaa ctg gcg aaa aat ate tea 
Ser Trp Lys Lys His lie Trp Ser Glu Glu Leu Ala Lys Asn lie Ser 

310 315 320 

tta aaa tea teg get ggc ttt get ttg cat ggt ttg tea ggg tct aac 
Leu Lys Ser Ser Ala Gly Phe Ala Leu His Gly Leu Ser Gly Ser Asn 

325 330 335 

tea gtg tct ctt ttc ctg ata age aag gat ggc ctt tta gtg gag egg 
Ser Val Ser Leu Phe Leu lie Ser Lys Asp Gly Leu Leu Val Glu Arg 
340 345 350 

cgc ttg cat aga agg aag tgg aag tgg gac aaa cat gga get cct acg 
Arg Leu His Arg Arg Lys Trp Lys Trp Asp Lys His Gly Ala Pro Thr 
355 360 365 

ggt cag aga ctt agt tea att gca gaa gtt cag aag gat gaa ctt aat 
Gly Gin Arg Leu Ser Ser lie Ala Glu Val Gin Lys Asp Glu Leu Asn 
370 375 380 385 

gat gcg act tea atg ttt tta acg aca ace aca gga aaa gta tat gag 
Asp Ala Thr Ser Met Phe Leu Thr Thr Thr Thr Gly Lys Val Tyr Glu 

390 395 400 

tat cag ttt cca aaa tat aca ggt ggg gee cag age aat aag ata aga 
Tyr Gin Phe Pro Lys Tyr Thr Gly Gly Ala Gin Ser Asn Lys lie Arg 

405 410 415 

gga caa tgg ata aat cac atg tec cct gag cat gca aag gtt gca aga 
Gly Gin Trp lie Asn His Met Ser Pro Glu His Ala Lys Val Ala Arg 
420 425 430 

aac gtc cca ggt gta cat gtt caa gtc ggc aga atg gta ttc cca eta 
Asn Val Pro Gly Val His Val Gin Val Gly Arg Met Val Phe Pro Leu 
435 440 445 

gat gat ggt agg ctt ggg gaa eta cat ttt cct ggg atg ggg ggt act 
Asp Asp Gly Arg Leu Gly Glu Leu His Phe Pro Gly Met Gly Gly Thr 
450 455 460 465 

gat ttt ggt ccg agt gec caa agt ace ata aga aga aaa eta tea aac 
Asp Phe Gly Pro Ser Ala Gin Ser Thr lie Arg Arg Lys Leu Ser Asn 

470 475 480 

aag tac gag tgg tec ate eta gac gca cca gaa aca gaa ggt tgg aat 
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Lys Tyr Glu Trp Ser lie Leu Asp Ala Pro Glu Thr Glu Gly Trp Asn 

485 490 495 



gca gaa tat tgc acc gaa gag cac ggt ccg aca aat tgt att agt gga 
Ala Glu Tyr Cys Thr Glu Glu His Gly Pro Thr Asn Cys lie Ser Gly 
500 505 510 

gca aag aat ata get gca gac aca gaa tea aat gac ttg age aat aac 
Ala Lys Asn He Ala Ala Asp Thr Glu Ser Asn Asp Leu Ser Asn Asn 

515 520 525 

cca cct tec agg agg cgt aaa gta gaa gag aag cag cac tac eta aat 
Pro Pro Ser Arg Arg Arg Lys Val Glu Glu Lys Gin His Tyr Leu Asn 
530 535 540 545 

gtt aac aga tac cag cag agt gat gaa act gaa tea tac aac ttt eta 
Val Asn Arg Tyr Gin Gin Ser Asp Glu Thr Glu Ser Tyr Asn Phe Leu 

550 555 560 

tea agg acc att gat ctt aac ttc cac atg egg gtg atg cat gca gac 
Ser Arg Thr He Asp Leu Asn Phe His Met Arg Val Met His Ala Asp 

565 570 575 

aga teg ctt ttc ctt ata gca gac aat gga ttg act ttt gaa tat eta 
Arg Ser Leu Phe Leu He Ala Asp Asn Gly Leu Thr Phe Glu Tyr Leu 
580 585 590 

aac age aat ggt gtt tgg ttg tgg tta aga cat gaa cat gtt aca gec 
Asn Ser Asn Gly Val Trp Leu Trp Leu Arg His Glu His Val Thr Ala 
595 600 605 

atg aaa gga aca eta gga age tac aat ggc agt ttg tat ctt gtc gac 
Met Lys Gly Thr Leu Gly Ser Tyr Asn Gly Ser Leu Tyr Leu Val Asp 
610 615 620 625 

gtg cat ggg aac tta cac att aga gaa aga aat gga gat gaa ctg ttg 
Val His Gly Asn Leu His He Arg Glu Arg Asn Gly Asp Glu Leu Leu 

630 635 640 

tgg att aac tgc aca gcg atg aag aag gga aga cag gtt gca agt ggg 
Trp He Asn Cys Thr Ala Met Lys Lys Gly Arg Gin Val Ala Ser Gly 

645 650 655 

tct cca tgg gat ggc ate cct ggt tta ttg cgc aga gtg aca aca gat 
Ser Pro Trp Asp Gly He Pro Gly Leu Leu Arg Arg Val Thr Thr Asp 
660 665 670 

gat gca etc ttc ttt gtc aac aag cga ggc agg ctg eta cag ttc acg 
Asp Ala Leu Phe Phe Val Asn Lys Arg Gly Arg Leu Leu Gin Phe Thr 
675 680 685 

gtt gcg ctg egg aaa ttc aag tgg aag gac tgc cac agt cct cct gac 
Val Ala Leu Arg Lys Phe Lys Trp Lys Asp Cys His Ser Pro Pro Asp 
690 695 700 705 

acc aag att get ttc ata gtg gac cag gag gtc ttc aga aga aac ate 
Thr Lys He Ala Phe He Val Asp Gin Glu Val Phe Arg Arg Asn He 
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710 715 720 

ate ttc gtg gta ggc cgc aac ggt cgc etc tac cag tac aac agg ate 
lie Phe Val Val Gly Arg Asn Gly Arg Leu Tyr Gin Tyr Asn Arg lie 

725 730 735 

acg gag etc tgg cac agg cac tac caa tea cct cac ctg ttc eta teg 
Thr Glu Leu Trp His Arg His Tyr Gin Ser Pro His Leu Phe Leu Ser 
740 745 750 

tgc tec cca ggg acg gee atg egg cca teg ccg ctg tec ctg gee ggc 
Cys Ser Pro Gly Thr Ala Met Arg Pro Ser Pro Leu Ser Leu Ala Gly 
755 760 765 

tec ctg ttc atg gtg tec gag cac ggg ggg ctg gtg gag tac cac ttc 
Ser Leu Phe Met Val Ser Glu His Gly Gly Leu Val Glu Tyr His Phe 
770 775 780 785 

age cca cag gac ggg tgg gag tgg gta gag cac ggg acg ccc cac egg 
Ser Pro Gin Asp Gly Trp Glu Trp Val Glu His Gly Thr Pro His Arg 

790 795 800 

ggc gtg ace etc gtc ggc gee cct ggc ccg tgc ttc gac ggc tec cag 
Gly Val Thr Leu Val Gly Ala Pro Gly Pro Cys Phe Asp Gly Ser Gin 

805 810 815 

ctg ttc gtg gtc ggc tec gac ggg cac gtg tac egg egg cac atg gag 
Leu Phe Val Val Gly Ser Asp Gly His Val Tyr Arg Arg His Met Glu 
820 825 830 

ggg agg acg tgg agg tgg acg age cac ggg cac ccg ccg teg gag ccg 
Gly Arg Thr Trp Arg Trp Thr Ser His Gly His Pro Pro Ser Glu Pro 
835 840 845 

gee gee gtt gac gaa cag age tgc gec aca ccg gac acg ggc gee ggc 
Ala Ala Val Asp Glu Gin Ser Cys Ala Thr Pro Asp Thr Gly Ala Gly 
850 855 860 865 

gcg cac tac gec gac ggg ttc agg ggg age tgc gac ggg aag gtg gca 
Ala His Tyr Ala Asp Gly Phe Arg Gly Ser Cys Asp Gly Lys Val Ala 

870 875 880 

gec gtg egg ccg gtg ccg ttc teg gag gac gec gtg gtc ttc gag ctg 
Ala Val Arg Pro Val Pro Phe Ser Glu Asp Ala Val Val Phe Glu Leu 

885 890 895 

cga gat ggc egg ctg gcg gag ctg egg egg ccg ccc tec gcg gac ggg 
Arg Asp Gly Arg Leu Ala Glu Leu Arg Arg Pro Pro Ser Ala Asp Gly 
900 905 910 

tgc ggc ggg tgg gag tgg gcg egg att ate ggc acg ccg gec age gee 
Cys Gly Gly Trp Glu Trp Ala Arg lie lie Gly Thr Pro Ala Ser Ala 
915 920 925 

tgt atg ace age tac tgg acg gec gtc gee acg tag ccgccgccgg 
Cys Met Thr Ser Tyr Trp Thr Ala Val Ala Thr 
930 935 940 
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gcgcgactca cggagctggc agtccgctgg tcgcttggct gattgaggtc tccttggaag 3 0 09 

ttggaaatga tccacaacaa cagcggtcac gtccatgttt cctcgaaaga cggccacgtc 3 069 

cacatgggtc taggccgtat gatggccaga tttgggcgcc caaagaaagg cagaaaggaa 312 9 

ctctctcgaa aaaaaaaacg gctaaccgtt acattacatt tgattgtctg tttggtaatg 3189 

catttttaga atactatagt tttaaagcat atagtactat agtttacaat tgtatataac 3249 

ataagtatta caatattatt ttaccacagt aaaattatag tatttctt 3297 

<210> 34 

<211> 2134 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 
<222> (2) . . (1672) 

U <400> 34 
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c cac gcg tec ggc aca atg gag att ggt ctt aga ggt cca acc aat eta 49 
His Ala Ser Gly Thr Met Glu lie Gly Leu Arg Gly Pro Thr Asn Leu 
15 10 15 

ttt gga cat cca act gac aag cag atg att gaa ttg gat caa gca tta 97 
Phe Gly His Pro Thr Asp Lys Gin Met lie Glu Leu Asp Gin Ala Leu 

20 25 30 

tea cag tgg aat act gac ttt gac aag gtt cca gtg aca aaa ate gca 145 
Ser Gin Trp Asn Thr Asp Phe Asp Lys Val Pro Val Thr Lys lie Ala 
35 40 45 

ttt ggg cac ttc ccg ttg tct ttc tea gca tta aca gag tea gga aaa 193 
Phe Gly His Phe Pro Leu Ser Phe Ser Ala Leu Thr Glu Ser Gly Lys 
50 55 60 

agt ate aag gat gtt ttt eta aag caa tea ttg gca gca tat ttg tgt 241 
Ser lie Lys Asp Val Phe Leu Lys Gin Ser Leu Ala Ala Tyr Leu Cys 
65 70 75 80 

ggt cat ctt cat aca agg ttc ggg aag aac ttg aaa cga tac tac cat 2 89 

Gly His Leu His Thr Arg Phe Gly Lys Asn Leu Lys Arg Tyr Tyr His 

85 90 95 

c< 3$ < 3 ca 9tc cag gaa tea tea tta tea gag cat tac tac caa cat aac 337 
Arg Ala Val Gin Glu Ser Ser Leu Ser Glu His Tyr Tyr Gin His Asn 

100 105 110 

atg cac caa gga gat gca ttc cag ggt aat aag gaa aac tgt tct gaa 385 
Met His Gin Gly Asp Ala Phe Gin Gly Asn Lys Glu Asn Cys Ser Glu 
115 120 125 
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gaa get tct cat att gaa gag ttc tgg gaa tgg gag atg ggt gat tgg 433 
Glu Ala Ser His lie Glu Glu Phe Trp Glu Trp Glu Met Gly Asp Trp 
130 135 140 

aga aag age aga age atg agg ata eta gca att gat gat ggt tat gtt 481 
Arg Lys Ser Arg Ser Met Arg lie Leu Ala lie Asp Asp Gly Tyr Val 

145 150 155 160 

tec tat ace gat ata gat ttc aga tta ggt tea aag age ata ate ata 52 9 

Ser Tyr Thr Asp lie Asp Phe Arg Leu Gly Ser Lys Ser lie lie lie 

165 170 175 

eta cct ace ttt ccc ctt gat tea aga ttc atg cag aga gee tct get 577 
Leu Pro Thr Phe Pro Leu Asp Ser Arg Phe Met Gin Arg Ala Ser Ala 

180 185 190 

ttt cgt gat ttt aaa tgt cat gtc atg ggg gca tea tct ttt gat acc 625 
Phe Arg Asp Phe Lys Cys His Val Met Gly Ala Ser Ser Phe Asp Thr 
195 200 205 

gtg aga get ctt gta ttc tct aaa cat gag ata ata tct gtt tct gta 673 
Val Arg Ala Leu Val Phe Ser Lys His Glu lie lie Ser Val Ser Val 
210 215 220 

aaa ata tac gac tea agg cca gga act ctt gaa ata gtc ttt gac tct 721 
Lys lie Tyr Asp Ser Arg Pro Gly Thr Leu Glu lie Val Phe Asp Ser 
225 230 235 240 

gaa atg aaa aga gtg gat tec aat gaa act cga gga aat atg tat ttg 769 
Glu Met Lys Arg Val Asp Ser Asn Glu Thr Arg Gly Asn Met Tyr Leu 

245 250 255 

ata cca tgg aac tgg agg gca ttt gaa gat tec tct ccc age cga tat 817 
lie Pro Trp Asn Trp Arg Ala Phe Glu Asp Ser Ser Pro Ser Arg Tyr 

260 265 270 

tgg etc caa att gaa gtg atg gat ata aca ggt gac aca agt gtc age 865 
Trp Leu Gin He Glu Val Met Asp He Thr Gly Asp Thr Ser Val Ser 
275 280 285 

cag ttg agg cca ttc tct gtt aac ggc ttg ccg gca aga gtg aac tgg 913 
Gin Leu Arg Pro Phe Ser Val Asn Gly Leu Pro Ala Arg Val Asn Trp 
290 295 300 

aca tgg aaa gag ttt ttt gtg att ggt att cag tgg get tea ata tat 961 
Thr Trp Lys Glu Phe Phe Val He Gly He Gin Trp Ala Ser He Tyr 
305 310 315 320 



cat cct gca ctg tgg tgt gee ttt tct eta ate ttt teg ttg ctt ctt 
His Pro Ala Leu Trp Cys Ala Phe Ser Leu He Phe Ser Leu Leu Leu 

325 330 335 
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gta cca caa gtt tta gca gtg gta ttc aaa gat egg ttc aca tat aaa 1057 
Val Pro Gin Val Leu Ala Val Val Phe Lys Asp Arg Phe Thr Tyr Lys 

340 345 350 

tct eta tgc gca tat ggt ggg cag agg aca ctg ttg aag tct eta gtt 1105 
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Ser Leu Cys Ala Tyr Gly Gly Gin Arg Thr Leu Leu Lys Ser Leu Val 
355 360 365 



ggt ggt ttc ate tgt tgt ttt gtt gaa etc tec agg ctg gtt ctt gta 
Gly Gly Phe lie Cys Cys Phe Val Glu Leu Ser Arg Leu Val Leu Val 
370 375 380 

tgg tta ttg eta ctg tta tat get ate tat tta gtt ttt ata cct tgg 
Trp Leu Leu Leu Leu Leu Tyr Ala lie Tyr Leu Val Phe He Pro Trp 
385 390 395 400 

tta ttc ggt cac cct att act gaa gat ggt age ctg act tac atg aca 
Leu Phe Gly His Pro He Thr Glu Asp Gly Ser Leu Thr Tyr Met Thr 

405 410 415 

cat aaa ggc tgg att eta aaa gga ccc agt agt age aac gaa gta gtc 
His Lys Gly Trp He Leu Lys Gly Pro Ser Ser Ser Asn Glu Val Val 

420 425 430 

cat get ggg att cca gat gtc atg gtc att gtt eta cct cac ctt tgc 
His Ala Gly He Pro Asp Val Met Val He Val Leu Pro His Leu Cys 
435 440 445 

ttt gtg tta gta ccc ace att gtg att tta get gee atg get get gag 
Phe Val Leu Val Pro Thr He Val He Leu Ala Ala Met Ala Ala Glu 
450 455 460 

aga aca gca tat cga gag cat tat ctt tct cga tea gga aag aag aaa 
Arg Thr Ala Tyr Arg Glu His Tyr Leu Ser Arg Ser Gly Lys Lys Lys 
465 470 475 480 

gat gac tac cgt aag age agg aca cag ata gaa cat gaa aac ttt tgg 
Asp Asp Tyr Arg Lys Ser Arg Thr Gin He Glu His Glu Asn Phe Trp 

485 490 495 

aac ggt cgc tgg att age aaa ttt ctg tgt ctt etc tgc gtg gtg gtt 
Asn Gly Arg Trp He Ser Lys Phe Leu Cys Leu Leu Cys Val Val Val 

500 505 510 

eta tgc aaa cat tgg aag ctt tgc aga gcg etc gtg aag get tat get 
Leu Cys Lys His Trp Lys Leu Cys Arg Ala Leu Val Lys Ala Tyr Ala 
515 520 525 

atg aac ccc ttg etc cat gcg cca gta ctt ttc ttc ttc gtt cct tta 
Met Asn Pro Leu Leu His Ala Pro Val Leu Phe Phe Phe Val Pro Leu 
530 535 540 

etc atg gtg ttt gee ate tac aag aca egg tec att tag ctgttcggga 
Leu Met Val Phe Ala He Tyr Lys Thr Arg Ser He 
545 550 555 

gttctgaaga tgtgctgcac tggactgtcc aataaatggt gctccaactg tgaagactga 
agactaaccc acaactgaag gtgtgctact tcgatttctc aatttctctc tttcagagag 
cagatttgtt agattgttta acaggcatat atagctttca geattgeget ccgtataaat 
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gagggactgc acggcatttc attagaatgg aatagttagg atttggacca aggaggaaga 1922 

gactaaactg ctcaatatag tttttcctct ttcttttgag aaagttcttt ttcccagctc 1982 

tgtttttgac ctgccggctt tgtttttcta catttatcct tcttgtgaga ctttgaccat 2042 

ctacagtata atagcactgt cgcttgcgga atgcgtgttt acactgctcc aaaaaaaaaa 2102 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa ag 2134 

<210> 35 

<211> 899 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (183) . . (686) 

<400> 35 

ccacgcgtcc gaaccgtcgt ggtacaatct gtgacaagtg tcctttggct tggcatccat 60 

aggccaccgc catcagcagt ccaatacagt gacctgacct ccacgcgaag ccaccaccac 12 0 

aactccacaa gatctagaac ctaagaacct gcagaggaga ggaagaggag cttggggagg 180 

ag atg gcc ggc gcc gag ggc gag agg tgg gtg ggg eta gca acg gac 22 7 

Met Ala Gly Ala Glu Gly Glu Arg Trp Val Gly Leu Ala Thr Asp 
15 10 15 

ttc teg gag ggg age egg gcg gcg ctg egg tgg gcg gcg gcc aac ctg 2 75 
Phe Ser Glu Gly Ser Arg Ala Ala Leu Arg Trp Ala Ala Ala Asn Leu 

20 25 30 

ctg cga gcc ggc gac cac ctg ctg ctg ctg cac gtc ate aag gag ccc 323 
Leu Arg Ala Gly Asp His Leu Leu Leu Leu His Val lie Lys Glu Pro 

35 40 45 

gac tac gag cag age gag gcc ate etc tgg gaa tec ace ggc tec ccg 371 
Asp Tyr Glu Gin Ser Glu Ala lie Leu Trp Glu Ser Thr Gly Ser Pro 
50 55 60 

ttg att ccc etc teg gaa ttc tct gac cct ate att gcg aag aaa tat 419 
Leu lie Pro Leu Ser Glu Phe Ser Asp Pro lie lie Ala Lys Lys Tyr 
65 70 75 

gga gca aag ccg gac ata gaa acc ttg gac ate ctg aac act aca get 4 67 
Gly Ala Lys Pro Asp lie Glu Thr Leu Asp lie Leu Asn Thr Thr Ala 
80 85 90 95 

acc cag aag gat ate gtg gtg gtt gtg aaa gtc ctg tgg ggt gat ccg 515 
Thr Gin Lys Asp He Val Val Val Val Lys Val Leu Trp Gly Asp Pro 

100 105 110 

cgt gag aag etc tgt caa gtt ate cat gat acc ccg ctg age tgc ttg 563 
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Arg Glu Lys Leu Cys Gin Val He His Asp Thr Pro Leu Ser Cys Leu 

115 120 125 

gtt ata gga age agg ggc ctt ggc aag etc aag agg gtg etc ttg gga 
Val He Gly Ser Arg Gly Leu Gly Lys Leu Lys Arg Val Leu Leu Gly 
130 135 140 

agt gtc age gac tat gtt gtg aac aat gca acc tgc cct gtc ace gtc 
Ser Val Ser Asp Tyr Val Val Asn Asn Ala Thr Cys Pro Val Thr Val 
145 150 155 

gtc aag tea aca age acc gaa ggt tga tcttatcgcc gagatgectg 
Val Lys Ser Thr Ser Thr Glu Gly 
160 165 

gatgtgatgt tgtaataaag atggttggcc tgatgaagaa catgeactag tttctagcta 
tttgaaacat gttgaacgag gcaattctaa tgtaataata atagacaaag tgccttatga 
aggacatggt tgacatgect ttgttgctgt atgagtgatg tttatagttt tgagggtttg 
aagatgtgga tec 



<210> 36 

<211> 700 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (363) . . (605) 

<400> 36 



ccacgcgtcc ggttgagatg gtttagacat gttcaacgga gaectaegta ggcacccaat 

geataaeggg attcaaagac gtgataacaa tgegaagaga gagatgaaaa aaccgaaatt 

gatatttgaa gagatagtaa agggaggttt gaaagaatga aatattacca aagatttagc 

cctcaatgtt ttgttgttat tgtaccaaag aatggaaaat actgeagggg actaaaatgt 

tttgttgtta ttgttgtttt ttgtaagcat agatattgtg ctaatgctcc agtttgttct 

actgettcag agaataaaaa tgttgttgca taattgattg ccaataggta aatgaagaca 

tc cag aca aga gca tat eta age aat gtc tgt gtt gee aag gag ctt 
Gin Thr Arg Ala Tyr Leu Ser Asn Val Cys Val Ala Lys Glu Leu 
1 5 10 15 

cag aaa aaa ggc tta ggc tat aca tta gtt gac aaa tec aag aaa tta 
Gin Lys Lys Gly Leu Gly Tyr Thr Leu Val Asp Lys Ser Lys Lys Leu 

20 25 30 

get ctt gaa tgg ggc ata aca gat ctg tat gtt cat gtc gee ate aac 
Ala Leu Glu Trp Gly He Thr Asp Leu Tyr Val His Val Ala He Asn 
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35 



40 



45 



5 :: 3 



m 



Ssw5; 



aac gta gca ggg caa aag ctg tac aag aag tgt gga ttt gtt tat gaa 551 
Asn Val Ala Gly Gin Lys Leu Tyr Lys Lys Cys Gly Phe Val Tyr Glu 
50 55 60 

ggc gaa gaa cct gca tgg aag ggt agg ttt ctg ggg aga cca agg agg 599 
Gly Glu Glu Pro Ala Trp Lys Gly Arg Phe Leu Gly Arg Pro Arg Arg 
65 70 75 

ctg ctt ctttggcttg atatgagcaa agtgcttgtg cgatcgtgca tgtaaataca 655 

Leu Leu 

80 

tatttagcta tttgtaatca tattattgca attgttggtt ttaat 7 00 



<210> 37 

<211> 1481 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 



<222> (179) . . (1054) 

SB <400> 37 



cga caa ata ggt tct aac aag tat get gtc ttc att ate ttc tea acc 
Arg Gin He Gly Ser Asn Lys Tyr Ala Val Phe He He Phe Ser Thr 

85 90 95 
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ccacgcgtcc ggtcccacgc acattegtet gttctccgct agtccgcagc aagtgacttg 

gtctagggat ctctcgagcg cttcgagaaa gtttcaggee cctgcacgcg tccactgacc 120 

agacctggcc agcccaggcg tggaggtgct cgtctcctcc gccgcgccgg gaeeggeg 17 8 

atg aac ggc ggg etc cct gga ttc cac aat gcg ccg gcg tea aag gee 226 
Met Asn Gly Gly Leu Pro Gly Phe His Asn Ala Pro Ala Ser Lys Ala 
15 10 15 

gtg gtc gtc gee gca ggt etc ttc tec gtc gec ttt ggc ttc cgc ggc 274 
Val Val Val Ala Ala Gly Leu Phe Ser Val Ala Phe Gly Phe Arg Gly 

20 25 30 

cac tec etc aac etc ggc ctt gee tac cag agt gtt tat gaa aag ctg 322 
His Ser Leu Asn Leu Gly Leu Ala Tyr Gin Ser Val Tyr Glu Lys Leu 
35 40 45 

agt gta tgg aga ctg ate acc tea ttt ttt get ttt teg tea acc ccc 370 
Ser Val Trp Arg Leu He Thr Ser Phe Phe Ala Phe Ser Ser Thr Pro 
50 55 60 

gag ctg ate ttt gga gca gtc ctg ctg tac tac ttt aga gtg ttc gaa 418 
Glu Leu He Phe Gly Ala Val Leu Leu Tyr Tyr Phe Arg Val Phe Glu 
65 70 75 80 



466 




atg gtg teg gta ctg ctt cag ate ctt get tta ggt tac atg aaa gat 
Met Val Ser Val Leu Leu Gin lie Leu Ala Leu Gly Tyr Met Lys Asp 

100 105 110 



514 



f! If 
■fa? 



r t, t| 



cct tct eta aat cct ttg aca tea gga cca tat ggc etc ate ttt gca 562 
Pro Ser Leu Asn Pro Leu Thr Ser Gly Pro Tyr Gly Leu lie Phe Ala 
115 120 125 

tct tat gtg cca ttc ttc ttt gac att cca ate tea atg aag ttt cgc 610 
Ser Tyr Val Pro Phe Phe Phe Asp lie Pro He Ser Met Lys Phe Arg 
130 135 140 



ata ttt gga ctg age ttc agt gat aag tea ttt gta tat ttg gca gga 
He Phe Gly Leu Ser Phe Ser Asp Lys Ser Phe Val Tyr Leu Ala Gly 
145 150 155 160 



cgt agg ttg aag ttc cca gag ttc gca aca teg etc ttc teg cag ttg 
Arg Arg Leu Lys Phe Pro Glu Phe Ala Thr Ser Leu Phe Ser Gin Leu 
195 200 205 

tea ttg ccc ttt tea age aat cca tat caa ggg tta ccg ate aca gaa 
Ser Leu Pro Phe Ser Ser Asn Pro Tyr Gin Gly Leu Pro He Thr Glu 
210 215 220 

aat gat gga age ate cct tct cat cag gca cgt caa att gag gat gca 
Asn Asp Gly Ser He Pro Ser His Gin Ala Arg Gin He Glu Asp Ala 
225 230 235 240 

cgc aca get ace caa gat cct acg gag tct tct att gee gca ctg gtg 
Arg Thr Ala Thr Gin Asp Pro Thr Glu Ser Ser He Ala Ala Leu Val 

245 250 255 

tct atg ggc ttt gat cgc agt gca gca att cag gcg ctt gca ttg ace 
Ser Met Gly Phe Asp Arg Ser Ala Ala He Gin Ala Leu Ala Leu Thr 

260 265 270 

aac tac gat gtc aat ttg gcg teg aac att ctg ctt gaa gca caa get 
Asn Tyr Asp Val Asn Leu Ala Ser Asn He Leu Leu Glu Ala Gin Ala 
275 280 285 
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etc cag ctt ctt ttc tea tct gga aga cgt tec att gta cct gga ctt 7 06 

Leu Gin Leu Leu Phe Ser Ser Gly Arg Arg Ser He Val Pro Gly Leu 

165 170 175 

tct ggc ata ttg get ggg ctt ctg tat cgc ctg aat aca ttt ggc gtc 754 
Ser Gly He Leu Ala Gly Leu Leu Tyr Arg Leu Asn Thr Phe Gly Val 

180 185 190 



802 



850 



898 



946 



994 



1042 



eta cag caa tga taccctggca tcgagtcaca aaagaeggge agatgetctg 1094 
Leu Gin Gin 
290 

tacattaatg agcgtgaagt gtttgatact ccgattcatt cttctgttct agattttatc 1154 
acaggtttcc ttgaaacaag ccaccgtata tgaacgtgaa ctatgggaac gaaagacaat 1214 



66 



tgatgcagga gctttctcta tttgcttgca gcgattctga atggtggttg actagtgaat 
gtctggcagt gtgcattggc aatagtgttg gctttaaaga ttgccagcag attatggtgg 
tttgtggata tgtagccaag tagccaattg gtgtcaggaa agaaaagttg ctataatcga 
gaaagcgaaa ggttgatgtc aaacagctcg cactgatttt cctccagttc ccccctttgt 
ggcagagcga gaactttttt cattttt 

<210> 38 

<211> 1600 

<212> DNA 

<213> Glycine max 

<220> 

<221> CDS 

<222> (281) . . (1165) 

<400> 38 

attcggctcg agcctatatg ttctcccgag tctccctcta atactttctc ttctctfctct 

ctcctaattg gtcgagagag aaaaagagat aggtagagaa aaacgaagag tctctctctt 

ctttatgtca gggcacaaat ctttcacctc ttcttctttc ttctgaccca tttcagaagg 

aaccaccaaa aaatagaggc agaaggttct agaagccgcc aattcttttt tttttttttg 

gtttaatctg tctgagtccg agaggtttgt gattgtaaca atg gat tec teg tgt 

Met Asp Ser Ser Cys 
1 5 

gtc cca aac ggt gat gtt tec ggg ttc aaa gat aag gag cca atg gtt 
Val Pro Asn Gly Asp Val Ser Gly Phe Lys Asp Lys Glu Pro Met Val 

10 15 20 

gac cct ttc ttg gtc gag get ctt cag aac cct cgt cac cgt gtc acc 
Asp Pro Phe Leu Val Glu Ala Leu Gin Asn Pro Arg His Arg Val Thr 

25 30 35 

att ttg egg atg gag ctg gat ate cag agg ttc ctg aat aat gca gat 
lie Leu Arg Met Glu Leu Asp lie Gin Arg Phe Leu Asn Asn Ala Asp 
40 45 50 

cag cag cat ttt gag ttt caa cat ttc cct tct tea tat etc aga ctg 
Gin Gin His Phe Glu Phe Gin His Phe Pro Ser Ser Tyr Leu Arg Leu 
55 60 65 

get gca cat cgt gtt get caa cac tat ggt atg caa aca atg gtt caa 
Ala Ala His Arg Val Ala Gin His Tyr Gly Met Gin Thr Met Val Gin 
70 75 80 85 

gat aat ggc ttc aat ggc cag gga acc aga att atg gta aga aag ata 
Asp Asn Gly Phe Asn Gly Gin Gly Thr Arg He Met Val Arg Lys He 

90 95 100 
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gca gaa age agg tat cct gtg gtt tgc tta tct gaa ata cct get aaa 
Ala Glu Ser Arg Tyr Pro Val Val Cys Leu Ser Glu lie Pro Ala Lys 

105 110 115 



cag ttg gaa gat gat aaa cct gag cag ata aaa att gec ata agg ccc 
Gin Leu Glu Asp Asp Lys Pro Glu Gin lie Lys lie Ala lie Arg Pro 
120 125 130 

agg caa aat aaa aac agt tta aat gaa gec gga agg aaa age aat cct 
Arg Gin Asn Lys Asn Ser Leu Asn Glu Ala Gly Arg Lys Ser Asn Pro 
135 140 145 

ctt aga age gtg gaa gag aga aag gag gaa tat gat egg gca cga gca 
Leu Arg Ser Val Glu Glu Arg Lys Glu Glu Tyr Asp Arg Ala Arg Ala 
150 155 160 165 

cgc att ttt agt age tec aga agt tgt gac tea gat gat act ctg tec 
Arg lie Phe Ser Ser Ser Arg Ser Cys Asp Ser Asp Asp Thr Leu Ser 

170 175 180 

cag act ttt aca gat gag aaa aat tct ctt ata ate aag gat gag aat 
Gin Thr Phe Thr Asp Glu Lys Asn Ser Leu He lie Lys Asp Glu Asn 

185 190 195 

gaa act age aag ace cct gtg gtt gat tea gaa caa tgc act gtt ggc 
Glu Thr Ser Lys Thr Pro Val Val Asp Ser Glu Gin Cys Thr Val Gly 
200 205 210 

a 99 9 at att a 9 fc tct act c 9 a 9 fct 9 CC att fct 9 a 9 a 9 at a 99 9 aa aa 9 
Arg Asp He Ser Ser Thr Arg Val Ala He Leu Arg Asp Arg Glu Lys 

215 220 225 

gac cgt agt gat cca gat tat gat cgt aac tat gga aga tat get agg 
Asp Arg Ser Asp Pro Asp Tyr Asp Arg Asn Tyr Gly Arg Tyr Ala Arg 
230 235 240 245 

agt att cca att tct tec ctt aac ttg atg cct ttt aat ttg caa caa 
Ser He Pro He Ser Ser Leu Asn Leu Met Pro Phe Asn Leu Gin Gin 

250 255 260 

gtt caa cct cca ttt gtg cag tat gac aat get tta ate cgt tea gtc 
Val Gin Pro Pro Phe Val Gin Tyr Asp Asn Ala Leu He Arg Ser Val 

265 270 275 

aga tat cac aaa ate aag ctt cac ttg get atg gac etc etc caa gec 
Arg Tyr His Lys He Lys Leu His Leu Ala Met Asp Leu Leu Gin Ala 
280 285 290 

eta tga tgaatccttt tggtgtcacg gggtcaaatc aggtgtctag ggatggtgct 
Leu 

tatgtacagt ggccaagtgc tgcaatgatg tatgeacatt catatgacca atttagacat 
gctgttttcc aggctccgat tgctcaacgc ccattgagtt tcgattattc acagaattac 
tagatgacgt ttagagggaa gttttccatt tggctgeaga tgttatttta gctattaagg 
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atttcagagt aagatacaat ttttctgtac tgttataata gacccttgtt ttctattctg 
gtttttaagt tttgatggtg gtagtaagca ttcggtattt cctagtgaaa tttttatact 
ggactgtagt gaaagtactg gatttgaagt ctatgaagag ttatatgtgg ttaccttgtc 
caatgttaaa aaaaaaaaaa aaaaa 



<210> 39 

<211> 718 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3) . . (716) 

<400> 39 

gg gcc egg gga teg gcg cat tac egg act ttc tgg gta act gat tec 
Ala Arg Gly Ser Ala His Tyr Arg Thr Phe Trp Val Thr Asp Ser 
15 10 15 

cat tat tta aca gca ace ggg ccg gcg ate gcc ata ttt acc aac ccg 
His Tyr Leu Thr Ala Thr Gly Pro Ala lie Ala lie Phe Thr Asn Pro 

20 25 30 

acc aaa caa ggc tat gac gac gga ctg ggc gaa aaa ate att ggc acg 
Thr Lys Gin Gly Tyr Asp Asp Gly Leu Gly Glu Lys lie He Gly Thr 

35 40 45 

ttt ggc aac tgt get ggg gga aca acc ccc tgg ggg aca gtg tta age 
Phe Gly Asn Cys Ala Gly Gly Thr Thr Pro Trp Gly Thr Val Leu Ser 
50 55 60 

gca gag gaa aat ttc caa age cag gtt cca gaa gca gtc tat gcc gat 
Ala Glu Glu Asn Phe Gin Ser Gin Val Pro Glu Ala Val Tyr Ala Asp 
65 70 75 

ggc tec gcc gta gat ccg gcc caa tgt ccg ctt aaa ata agt acc aac 
Gly Ser Ala Val Asp Pro Ala Gin Cys Pro Leu Lys He Ser Thr Asn 
80 85 90 95 

999 tfc 9 a 9t 99° caa 99° aat 9^-9 ttt: 99 c ^9 9 C 9 99 c aat aaa tat 
Gly Leu Ser Gly Gin Gly Asn Val Phe Gly Leu Ala Gly Asn Lys Tyr 

100 105 110 

ggc tgg atg gta gaa att gac ccg gcc aat gcc aac gat tac ggc gtc 
Gly Trp Met Val Glu He Asp Pro Ala Asn Ala Asn Asp Tyr Gly Val 

115 120 125 

aaa cat acg gcc ctt gga cgc ttt cgc cat gaa get gtg gcg gtg egg 
Lys His Thr Ala Leu Gly Arg Phe Arg His Glu Ala Val Ala Val Arg 
130 135 140 
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gca aca gcg aat caa ccc ttg gcg gtg tat teg ggc tgt gat cgc act 
Ala Thr Ala Asn Gin Pro Leu Ala Val Tyr Ser Gly Cys Asp Arg Thr 
145 150 155 

agt ggg cat etc tac aaa ttt gtg tea gca gat act gtc aaa tec ccc 
Ser Gly His Leu Tyr Lys Phe Val Ser Ala Asp Thr Val Lys Ser Pro 
160 165 170 175 

acc gat aaa ggc aat tec cgt tta ttt act gec gga acg etc tat ggg 
Thr Asp Lys Gly Asn Ser Arg Leu Phe Thr Ala Gly Thr Leu Tyr Gly 

180 185 190 

gcg aaa ttt aac gec gat ggt acc ggg gaa tgg att gee tta acc cct 
Ala Lys Phe Asn Ala Asp Gly Thr Gly Glu Trp He Ala Leu Thr Pro 

195 200 205 

gat acc gta gta aat cct gtt cgt cct age gat att get gtt gat agt 
Asp Thr Val Val Asn Pro Val Arg Pro Ser Asp He Ala Val Asp Ser 
210 215 220 

tct act acc gga att gtc tat ttg ccc cat cca gac egg aac cag gc 
Ser Thr Thr Gly He Val Tyr Leu Pro His Pro Asp Arg Asn Gin 
225 230 235 



<210> 40 

<211> 1866 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (1)..(969) 

<400> 40 

cca cgc gtc egg gtt ccc etc cac agg atg tec gac ccc gee get gga 
Pro Arg Val Arg Val Pro Leu His Arg Met Ser Asp Pro Ala Ala Gly 
1 5 10 15 

ggc gee atg gtt cct get gee gga cgc ggc ate gca tgg gcg aac ggc 
Gly Ala Met Val Pro Ala Ala Gly Arg Gly He Ala Trp Ala Asn Gly 

20 25 30 

ggc ccc egg ttc ggc gac atg gtc tgg gee aag gtg aag tec cat ccg 
Gly Pro Arg Phe Gly Asp Met Val Trp Ala Lys Val Lys Ser His Pro 
35 40 45 

tgg tgg cct ggc cat ate tac age gtc age etc acc gac gac gag gag 
Trp Trp Pro Gly His He Tyr Ser Val Ser Leu Thr Asp Asp Glu Glu 
50 55 60 

gta cac cgc ggc cac cgc gac ggg etc gtc etc gtc gee ttc ttc ggt 
Val His Arg Gly His Arg Asp Gly Leu Val Leu Val Ala Phe Phe Gly 

65 70 75 80 

gac teg age tat ggg tgg ttt gac ccc age gag etc gtc ccc ttc gag 
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Asp Ser Ser Tyr Gly Trp Phe Asp Pro Ser Glu Leu Val Pro Phe Glu 

85 90 95 



gac cac ttc acc gag aag gcg gcc cag ggc ggc age tec cgc age age 
Asp His Phe Thr Glu Lys Ala Ala Gin Gly Gly Ser Ser Arg Ser Ser 

100 105 110 

ttt gee gcc gcc gtg gcc gag gcc gtc gac gag gta gcc cgc cgc age 
Phe Ala Ala Ala Val Ala Glu Ala Val Asp Glu Val Ala Arg Arg Ser 
115 120 125 

gcg ctg gcg ctg etc tgc cct tgc gac att cct gac gcc ttc cgt ccc 
Ala Leu Ala Leu Leu Cys Pro Cys Asp He Pro Asp Ala Phe Arg Pro 
130 135 140 

cac ccc age gac ggc aac ttc ttc ctg gtc gac gtc ccg gca ttc gac 
His Pro Ser Asp Gly Asn Phe Phe Leu Val Asp Val Pro Ala Phe Asp 
145 150 155 160 

acc gac get gac tac caa etc gac cag ate egg gcc gca egg cag cga 
Thr Asp Ala Asp Tyr Gin Leu Asp Gin He Arg Ala Ala Arg Gin Arg 

165 170 175 

ttc gtg ccg egg aag gcg etc aac tac ctg ctg gac gcc gcc gtg act 
Phe Val Pro Arg Lys Ala Leu Asn Tyr Leu Leu Asp Ala Ala Val Thr 

180 185 190 

cag cga gac gcg gcg gaa aaa gcc gcg cgc acc gtg cct ggg atg gag 
Gin Arg Asp Ala Ala Glu Lys Ala Ala Arg Thr Val Pro Gly Met Glu 
195 200 205 

atg gcc gcg ctg ttc ttg gcg tac cgc cgc gcg gtg ttt teg ccg ata 
Met Ala Ala Leu Phe Leu Ala Tyr Arg Arg Ala Val Phe Ser Pro He 
210 215 220 

gac aac acc tac gcc caa get ttc ggg gtg gat cct gag ctg get ctt 
Asp Asn Thr Tyr Ala Gin Ala Phe Gly Val Asp Pro Glu Leu Ala Leu 
225 230 235 240 

get gcc gag cag aaa gcc gcg gca gag aga get caa cga ggt ate aac 
Ala Ala Glu Gin Lys Ala Ala Ala Glu Arg Ala Gin Arg Gly He Asn 

245 250 255 

aac act cac atg etc aat tct age tgt act gtt gtt ctt gtt act gtg 
Asn Thr His Met Leu Asn Ser Ser Cys Thr Val Val Leu Val Thr Val 

260 265 270 

tac ttg aaa ttg atg ggt aaa caa tgt tec tac tgc ttt tat aga tea 
Tyr Leu Lys Leu Met Gly Lys Gin Cys Ser Tyr Cys Phe Tyr Arg Ser 
275 280 285 

age aac aat tat ttt gat gtg aat aac gga gtg gat ctg att caa ata 
Ser Asn Asn Tyr Phe Asp Val Asn Asn Gly Val Asp Leu He Gin He 
290 295 300 

gtt tct att tea ctt ctg ttt aac tgt tgg ttg cat ttt ttt tat caa 
Val Ser He Ser Leu Leu Phe Asn Cys Trp Leu His Phe Phe Tyr Gin 
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305 



310 



315 



320 



cga gag tga ttattgaatt tgggatgata ttcatgcaga aacttgttga 1009 
Arg Glu 

ataaattgtt tgtttcacgg gattcagtcc atctaaccta gtaaaatatg agacatgcat 1069 

attcacagat caatctgcat ttgttctaga aattgaacgg ctgtgtgata tagtatcata 1129 

tacgtgtcta tacgatacta tcctgatatg tatgctgagt taggtctttt ctcattctag 1189 

cttttctcta ggaaaaaaaa caccatccat gatcttgttg gcatgaaatg tttaaagttg 1249 

tgactagttt gtatcatgaa ggtttaaagc catgactagt tagcatgagc ctgttattgg 1309 

agtcttgaga tgttttattt ctatatgtcc atacacttac atgactagga agttttctct 1369 

gcagtatatt tggttctttt gcactatggt gacaattatt atacatttgg aacttgtgtt 1429 

tccttcctat tttagttttt gttgttgcac atcagtttcc tgtccatatt aagttatggg 1489 

^ ttcacatata aaagctgcat tttttttatc aaattgttaa gtttgcttgt caaggaggat 1549 

'0 acacctagat tagacaagtt gatccttacg catgtagcca gtacagagca atgaaatcca 1609 

lM tgttttgtaa acagaagtgc gataaactgt gtgaaactga ttctgaatga acgcccatgc 1669 

|!j atatccaacc tagtaaaata ttagacatgc atacccacag atcgatctgc acttggtcta 1729 

gaaactgaag gcctttgtga tatagtatca tatatgtgtc attttttctt tatgatgcca 1789 

tcctaatatg tatgatgagt tagttctttt ctcattctag ttgtcttagg caaaaaaaaa 184 9 

^ aaaaaaaaaa aaaaaag 1866 



<210> 
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<211> 


915 




<212> 


DNA 




<213> 


Zea 


mays 


<220> 






<221> 


CDS 




<222> 


(2) 


. . (565) 


<400> 







c cac gcg tec gaa get tea get get cat ttg aca aac tat ggg aac atg 49 
His Ala Ser Glu Ala Ser Ala Ala His Leu Thr Asn Tyr Gly Asn Met 
15 10 15 

gtg agt get cag gag cgc tea ata caa cat act get tac aac cct gaa 97 
Val Ser Ala Gin Glu Arg Ser He Gin His Thr Ala Tyr Asn Pro Glu 

20 25 30 

gtt act ttg aac ttg cca cca cca cct cca ctt cca aca ata cca cac 145 
Val Thr Leu Asn Leu Pro Pro Pro Pro Pro Leu Pro Thr He Pro His 
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ss; ? ■ 



©4 

MS 3 



■SKKJ 



35 40 45 

agt tct get aca tta cag tct caa ggt ggc cac agt ttg ccc tea cag 193 
Ser Ser Ala Thr Leu Gin Ser Gin Gly Gly His Ser Leu Pro Ser Gin 
50 55 60 

aca aac cag caa ctg tat cag cca gag cag tat tat gtg ccc caa aac 241 
Thr Asn Gin Gin Leu Tyr Gin Pro Glu Gin Tyr Tyr Val Pro Gin Asn 
65 70 75 80 

aac tat ggt cca tta gtt cca gtt age cat tct aac ctt caa ate age 289 
Asn Tyr Gly Pro Leu Val Pro Val Ser His Ser Asn Leu Gin lie Ser 

85 90 95 

aac act aac aac ccc ace ctt ace ate cca caa gtg aac cct gga cct 337 
Asn Thr Asn Asn Pro Thr Leu Thr He Pro Gin Val Asn Pro Gly Pro 

100 105 110 

cca aca aat aat cag att ggg aat ttg gee cag cca cag cat tct atg 3 85 
Pro Thr Asn Asn Gin He Gly Asn Leu Ala Gin Pro Gin His Ser Met 
115 120 125 

cca ctg cat gtt gat aga gca agt cag gat ttc tct tct cag ggg caa 433 
Pro Leu His Val Asp Arg Ala Ser Gin Asp Phe Ser Ser Gin Gly Gin 
130 135 140 

caa caa aat cgt ggt cct ggt get gca caa get ccc gag gag gat aaa 481 
Gin Gin Asn Arg Gly Pro Gly Ala Ala Gin Ala Pro Glu Glu Asp Lys 
145 150 155 160 

age aag aag tac cag gcg aca etc cag tta get caa aac eta ctg ctt 52 9 
Ser Lys Lys Tyr Gin Ala Thr Leu Gin Leu Ala Gin Asn Leu Leu Leu 

165 170 175 



cag tta cag cag cgt gga tct gga aat caa tec tga gacctaatta 575 
Gin Leu Gin Gin Arg Gly Ser Gly Asn Gin Ser 
p 180 185 

:s;ss 

ttgettcagg taccctcgtc tcgtctcagc tggtcgcaaa caactgaaaa tatatatccc 635 

aactcgaegg cttcgcctcc actctacaat cgaagcggcc catggtgtgt cagctcgttg 695 

gcctacacct acttgcccca gttctccctt ttcaaggaca tacattacca gaaaacgatt 755 

tctttttctc ctttttattt tatcgtgtat ttgatatgga taatccggcc tgaattttgt 815 

actcgtttgt tagtatggee tcgtgttatg ttgttattta ctctgaaacc atatgttatt 875 

gtgtacggtg ccgtggttcc aacacaaggg aagcttgttc 915 



<210> 42 

<211> 1360 

<212> DNA 

<213> Zea mays 

<220> 
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<221> CDS 

<222> (2).. (778) 



<400> 42 

c cac gcg tec gat ccc act gaa ttt att ctg gaa act ttg gaa caa agt 

His Ala Ser Asp Pro Thr Glu Phe He Leu Glu Thr Leu Glu Gin Ser 
15 10 15 

gat cca caa tea ttg ata caa tat ctt get tac caa gat ttg tgt gtg 
Asp Pro Gin Ser Leu He Gin Tyr Leu Ala Tyr Gin Asp Leu Cys Val 

20 25 30 

gta tct gag tgt aac ttg gaa ccg tgg cgc aga get get ttc ttt gag 
Val Ser Glu Cys Asn Leu Glu Pro Trp Arg Arg Ala Ala Phe Phe Glu 
35 40 45 

gaa tct ggt gaa act tat aga aga att gtg aca get tgt ttg aag cca 
Glu Ser Gly Glu Thr Tyr Arg Arg He Val Thr Ala Cys Leu Lys Pro 
50 55 60 

ctt gag gag ttt act tea aaa att get gaa gee ctt gaa ggt ttt tct 
Leu Glu Glu Phe Thr Ser Lys He Ala Glu Ala Leu Glu Gly Phe Ser 
65 70 75 80 

agt gat cag cca gaa ttg atg eta caa cag tec aga etc ttt agt gca 
Ser Asp Gin Pro Glu Leu Met Leu Gin Gin Ser Arg Leu Phe Ser Ala 

85 90 95 

ttt gat gat tec cag ata tgc aca tgg tgt get agg aca ctg get gga 
Phe Asp Asp Ser Gin He Cys Thr Trp Cys Ala Arg Thr Leu Ala Gly 

100 105 HO 

tta act gca cgc tea cgc aag gag gat cga tat ggt gtt get caa ctg 
Leu Thr Ala Arg Ser Arg Lys Glu Asp Arg Tyr Gly Val Ala Gin Leu 
115 120 125 

act ggc tgc aat gee get gtg atg aca aca ttg ctg tct gee eta gta 
Thr Gly Cys Asn Ala Ala Val Met Thr Thr Leu Leu Ser Ala Leu Val 
130 135 140 

gca ate gag aca tgt tta gga aag aaa aca aac cca cag cct gtg cgc 
Ala He Glu Thr Cys Leu Gly Lys Lys Thr Asn Pro Gin Pro Val Arg 
145 150 155 160 

tea ctg gga cct gaa aac att agg tgg act aac etc tec aca gga cga 
Ser Leu Gly Pro Glu Asn He Arg Trp Thr Asn Leu Ser Thr Gly Arg 

165 170 175 

aaa ggc aat gga gtt gca att gca age aca caa aaa agt ggc ctg cac 
Lys Gly Asn Gly Val Ala He Ala Ser Thr Gin Lys Ser Gly Leu His 

180 185 190 

aag aaa get tat ate atg gca gat gtt ctt egg act tct gtt tat cat 
Lys Lys Ala Tyr He Met Ala Asp Val Leu Arg Thr Ser Val Tyr His 
195 200 205 



74 



ata ctt tea gca ttc att gat gac ctg caa get aat gca aaa cca tec 
lie Leu Ser Ala Phe lie Asp Asp Leu Gin Ala Asn Ala Lys Pro Ser 
210 215 220 
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tsi 



age tta gag aag aac tgg ate agt gaa ggg aga aag cct gta tat ggt 721 
Ser Leu Glu Lys Asn Trp lie Ser Glu Gly Arg Lys Pro Val Tyr Gly 
225 230 235 240 

tea caa gec gtg ttg gtt cag aag ttg att ctg ttt att gag tac cga 769 
Ser Gin Ala Val Leu Val Gin Lys Leu lie Leu Phe lie Glu Tyr Arg 

245 250 255 

get gta tga acttggttcc atgtctctca gatcctttgc ctgcacatca 818 
Ala Val 

gatcatactt ggatggaagt gttttagttc tcgaacttgg ttgaagaacc tttgetttec 878 

accagagcct ataaagatgc ategtaaact aacagtttca ccagagccta taaagatgea 938 

tegtaaacta acagtttctc aatatggact tctggcttct gtattcctgt gggctggtgc 998 

actgeggaag gcaccgccgc teaggecttg tttcgagtct ggttatccac tcaggccttc 1058 

tattctgact tgtactttga aagttgaata gagttacctg tgttgtagca tggagatggt 1118 

atgtgaaaga tttgcgattt ttgatatcca cgtaccaaat agatttatga cacagactgt 1178 

tagtactgtc taactacacc ttggaacgag gggcatattc aggccctgtt tgggaacata 123 8 

gtttttaaaa accacattat tatgatatca tggtgtttca attgtcgtgc tgtaaccatg 12 98 

aattgtaatt tcaattgaac acctgtttgt agacagtatt ttggttagca tggttttgga 1358 

tc 1360 



<210> 43 

<211> 1160 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (2) . . (868) 

<400> 43 

g ggg ctg gag gaa gag gac ggc gag gag gcg get ccg get tct ccg tgg 4 9 

Gly Leu Glu Glu Glu Asp Gly Glu Glu Ala Ala Pro Ala Ser Pro Trp 

15 10 15 

gcg gag get gac gcg caa gee ggt ggc gcg gag gca cag ace gag gtg 97 
Ala Glu Ala Asp Ala Gin Ala Gly Gly Ala Glu Ala Gin Thr Glu Val 

20 25 30 

etc ggc gee ggc gag cct gat etc gag age aag ate gtg gee ate agg 145 
Leu Gly Ala Gly Glu Pro Asp Leu Glu Ser Lys lie Val Ala He Arg 



75 



35 



40 



45 



gac ttc ttg gag gac cct aat cag ccc gag aac gag ctg gtg age ttg 193 
Asp Phe Leu Glu Asp Pro Asn Gin Pro Glu Asn Glu Leu Val Ser Leu 
50 55 60 

ctg cag aac ctg gca gac atg gat gtt acc tac aac gca etc cag gag 241 
Leu Gin Asn Leu Ala Asp Met Asp Val Thr Tyr Asn Ala Leu Gin Glu 
65 70 75 80 

act gac ate ggg egg cag gtt aat ggt ctg cgc aag cat cct teg gec 289 
Thr Asp lie Gly Arg Gin Val Asn Gly Leu Arg Lys His Pro Ser Ala 

85 90 95 

gag gtc agg egg ctg gtg aag cag etc ate agg aag tgg aag gag ata 337 
Glu Val Arg Arg Leu Val Lys Gin Leu He Arg Lys Trp Lys Glu He 

100 105 HO 

gtg gac gac tgg gtg cgc ctg gac aat tec ggc ggt gac ggc agt gee 3 85 
Val Asp Asp Trp Val Arg Leu Asp Asn Ser Gly Gly Asp Gly Ser Ala 
115 120 125 

tct gtt atg act gat ggt gac tec cca cat aaa ate caa ggc aga age 433 
Ser Val Met Thr Asp Gly Asp Ser Pro His Lys He Gin Gly Arg Ser 
130 135 140 

cac caa age cct egg gtt teg ggg ttt cag tat tct cca age cca cag 4 81 
His Gin Ser Pro Arg Val Ser Gly Phe Gin Tyr Ser Pro Ser Pro Gin 
145 150 155 160 

agg ttt aat ggt tea act tea gag atg get aac aat ggg ttt gag tea 52 9 
Arg Phe Asn Gly Ser Thr Ser Glu Met Ala Asn Asn Gly Phe Glu Ser 

165 170 175 

aca atg gat gcg aag cgt agg gee age cct gta cca gca cat cat aac 577 
Thr Met Asp Ala Lys Arg Arg Ala Ser Pro Val Pro Ala His His Asn 

180 185 190 

tec agg cag atg aac aac aat cat cat tct act act att acc acc age 625 
Ser Arg Gin Met Asn Asn Asn His His Ser Thr Thr He Thr Thr Ser 
195 200 205 

acg tea tct get cca get ttc teg gtg cag aaa gtg aca agg gag caa 673 
Thr Ser Ser Ala Pro Ala Phe Ser Val Gin Lys Val Thr Arg Glu Gin 
210 215 220 

aag cag agt ctt gtg gac ctt gac agg ctt gat tct gec agg aag agg 721 
Lys Gin Ser Leu Val Asp Leu Asp Arg Leu Asp Ser Ala Arg Lys Arg 
225 230 235 240 

etc cag gag aat tac caa gaa gca caa aat gee aaa aag cag agg aca 769 
Leu Gin Glu Asn Tyr Gin Glu Ala Gin Asn Ala Lys Lys Gin Arg Thr 

245 250 255 

ate caa gtg atg gac ate aat gac ata cca aag ccg aag age aga aac 817 
He Gin Val Met Asp He Asn Asp He Pro Lys Pro Lys Ser Arg Asn 

260 265 270 



76 



7 



get ttc ate cgc aag age ggc age ggt ggg etc ccg gcg agg cac cga 865 
Ala Phe lie Arg Lys Ser Gly Ser Gly Gly Leu Pro Ala Arg His Arg 
275 280 285 

tag cctaacctcc ttegtegget ggatatctgc gaeacttgeg aagttgtgcc 918 

ctagaaccgc aacgggaaag aaaaagaagc aaacggtttc ttgttctttt tttccctgta 978 

ccttgactgc ctaggtttac ctccagtgta atattgtcag gtacataagg gtgaaatgat 1038 

atgatgtttc tcgaggaaaa agaaagaaat tagtcactgt ttttgctatg gtttggttgc 10 98 

tgttattgct gttggtcagt gctggatata atatgeataa aatgtatcaa gcctgcacac 1158 

at 1160 



<210> 44 
<211> 63 
<212> PRT 
<213> Zea mays 

i 

<400> 44 

Phe Cys Glu Cys lie Phe Val Val Leu Gin Gin Gin Gly Pro Asp Tyr 
15 10 15 



Cj Met Val Arg Asn Ala Arg Arg Ser Met Leu Glu Glu Leu Glu Gly Met 
£1 20 25 30 



Leu Glu lie Val Glu Pro Gin Pro Pro Gly Lys Pro Arg Thr Leu Ser 
35 40 45 

Arg Arg Arg Phe Asp Leu Pro Glu Gly Val Ala lie Glu Lys Glu 

50 55 60 



<210> 45 

<211> 473 

<212> PRT 

<213> Zea mays 

<400> 45 

Met Ala Lys Thr Pro Ser Phe Ala Val Ala Ala Val Ala Gly Gly Arg 
15 10 15 

Gly Pro Val His Asn Arg Thr Gin Leu Leu Leu Leu Leu Leu Val Ala 

20 25 30 

Val Ala Ala Ser Ala Ser Thr Ala Gly Phe Leu Leu Arg Gly Ala Leu 
35 40 45 

Arg Asp Pro Cys Asp Gly Arg Gly Asp Pro Ala Ala Leu Asn Thr Ala 
50 55 60 



77 



Val Ala Ser Gly Ser Pro Leu Gly Phe Met Arg Ser Lys Leu Val Leu 
65 70 75 80 



Leu Val Ser His Glu Leu Ser Leu Ser Gly Gly Pro Leu Leu Leu Met 

85 90 95 

Glu Leu Ala Phe Leu Leu Arg His Val Gly Ser Gin Val Val Trp lie 

100 105 110 

Thr Asn Gin Arg Ser Gin Glu Thr Asn Asp Val Thr Tyr Ser Leu Glu 
115 120 125 

His Arg Met Leu Asn His Gly Val Gin Val Leu Pro Ala Arg Gly Gin 
130 135 140 

Glu Ala Val Asp lie Ala Leu Lys Ala Asp Leu Val lie Leu Asn Thr 
145 150 155 160 

Ala Val Ala Gly Lys Trp Leu Asp Pro Val Leu Lys Asp His Val Pro 

165 170 175 

Lys Val Leu Pro Lys lie Leu Trp Trp lie His Glu Met Arg Gly His 

180 185 190 

Tyr Phe Lys Val Glu Tyr Val Lys His Leu Pro Phe Val Ala Gly Ala 

195 200 205 

Met lie Asp Ser His Thr Thr Ala Glu Tyr Trp Asn Ser Arg Thr Ser 
210 215 220 

Asp Arg Leu Lys lie Gin Met Pro Gin Thr Tyr Val Val His Leu Gly 
225 230 235 240 

Asn Ser Lys Glu Leu Met Glu Val Ala Glu Asp Asn Val Ala Arg Arg 

245 250 255 

Val Leu Arg Glu His lie Arg Glu Ser Leu Gly Val Arg Ser Glu Asp 

260 265 270 

Leu Leu Phe Ala lie lie Asn Ser Val Ser Arg Gly Lys Gly Gin Asp 
275 280 285 

Leu Phe Leu Gin Ala Phe Tyr Gin Ala Leu Gin Leu lie Gin His Glu 
290 295 300 

Lys Leu Lys Val Pro Arg lie His Ala Val Val Val Gly Ser Asp Val 
305 310 315 320 

Asn Ala Gin Thr Lys Phe Glu Thr Gin Leu Arg Asp Phe Val Val Lys 

325 330 335 

Asn Thr lie His Asp Arg Val His Phe Val Asn Lys Thr Leu Ala Val 

340 345 350 

Ala Pro Tyr Leu Ala Ala lie Asp Val Leu Val Gin Asn Ser Gin Gly 
355 360 365 



78 



Arg Gly Glu Cys 
370 

Leu Pro Val Leu 
385 

Asp Gly Ser Thr 



Pro Leu Ala Lys 

420 

Val Ser Met Gly 
435 

Glu His His Met 
450 

Arg Lys Ser Gin 
465 



Phe Gly Arg lie 
375 

Gly Thr Ala Ala 
390 

Gly Leu Leu His 
405 

Asn He Val Arg 



Glu Lys Gly Tyr 

440 

Ala Glu Arg He 
455 

Glu His Ser Arg 
470 



Thr He Glu Ala 

380 

Gly Gly Thr Thr 
395 

Pro Ala Gly Lys 
410 

Leu Ala Ser His 
425 

Gly Arg Val Lys 



Ala Ala Val Leu 

460 

Ser 



Met Ala Phe Lys 



Glu He Val Leu 

400 

Glu Gly Val Ala 
415 

Ala Glu Gin Arg 
430 

Glu Met Phe Met 
445 

Lys Asp Val Leu 



<210> 46 

<211> 400 

<212> PRT 

<213> Zea mays 

<400> 46 

Pro Arg Val Arg Leu He He Glu Lys Asn Arg Asp Tyr Thr Val Asp 
15 10 15 

Tyr Ser Ser Ser Ser Phe Gly Leu Ser Gly Ala Ser Tyr He Ser Ser 

20 25 30 

Pro Met Arg Glu Thr Glu Gin Ser Lys Thr Ser Phe Asp Gin Phe Tyr 
35 40 45 

Ser Asn Ala Asn Phe Gin Leu Tyr Leu Ser Phe Cys Asn Phe Asp Lys 
50 55 60 

Ala Met Phe Leu Gly Phe Phe His Glu Leu Ser Glu Leu Pro Phe Glu 

65 70 75 80 

Leu Gin Arg Lys Ala Val Arg Asp Leu Lys Thr Ser Leu Ser Gly Glu 

85 90 95 

Asn Glu He Trp His Ser Met Val Tyr Asn Gly Phe Phe Glu Ala Phe 

100 105 110 

His Glu Phe Leu Lys Asn Asp Ser Gly He His Thr Leu Gin Ala Arg 
115 120 125 

Arg Ala Gly He Gin Phe Phe Leu Ala Phe Leu Ser Ser Gly Arg Ala 

130 135 140 

Arg He Pro Ser Val Cys Glu Asp Val Val Leu Leu He Ala Ser Leu 



79 



145 

His Asp Ser Glu 



Leu Gin Glu Pro 

180 

Ser Pro Ser Val 
195 

Asp Leu Ala Leu 
210 

Lys Ser Tyr Leu 
225 

Leu Gly Glu Gly 



Leu Ser Asp Val 

260 

Cys Val Ser Ser 
275 

Arg Glu His Ala 
290 

Glu Val Cys Ser 
305 

Asp Leu Ser Val 



Leu Leu Gin Leu 

340 

Ser Cys Ser Arg 
355 

Asn Gly Ser lie 
370 

Ser Arg Lys Leu 
385 



150 

Phe Lys Gin Glu 
165 

Ser Cys Pro Lys 



Phe Gly Ala Leu 

200 

Gin lie lie Cys 
215 

Leu Ser Ser Gly 
230 

Lys Met Thr Glu 
245 

Lys Glu Thr Ala 



lie Ser Asp His 

280 

Val Val lie Leu 
295 

Leu Ser Met Lys 
310 

Ser Gly Thr Lys 
325 

Leu Arg Asn Phe 



Glu Leu Ala Val 

360 

Cys Met Gin Pro 
375 

Asn Leu Phe Ser 
390 



155 

Ala Leu Leu lie 
170 

Ser Ser Leu Met 
185 

Asp Ser Gly Glu 



Lys lie Ser Ser 

220 

lie Val Ser Arg 
235 

Cys Ser Leu Lys 
250 

Gly Phe lie lie 
265 

Leu Asp Thr Gly 



Leu Gly Val Cys 

300 

Glu Gly Val lie 
315 

Val Ala Arg Asp 
330 

Arg Arg Cys Asp 
345 

Asp His Val Ser 



lie Ser Lys Ser 

380 

Lys Pro Arg Ser 
395 



160 

Val His Glu Leu 
175 

Ala Ser lie Leu 
190 

Thr Lys Cys Leu 
205 

Asp Asn Asp lie 



Leu Ser Pro Leu 

240 

lie Leu Arg Asn 
255 

Arg Thr Gly Asn 
270 

Ser His Ser Glu 
285 

Ser His Ser Pro 



Pro Ala Leu Val 

320 

Cys Ser Val Lys 
335 

Gin Phe Ser Ser 
350 

Glu Asn Thr Arg 
365 

Ala Arg Tyr lie 



Leu Thr Leu Ala 

400 



<210> 


47 


<211> 


14 9 


<212> 


PRT 


<213> 


Zea mays 


<400> 


47 



Met Gly Gin He Glu Ser Gin Val Thr Pro Pro Ala Glu Glu Pro Ser 



80 



1 



5 



10 



15 



Pro Pro Thr Val 

20 

Ser Leu Glu Ala 
35 

Thr Glu Glu Ser 
50 

Cys Val Ala Asp 
65 

Ala Phe Ser Cys 



Cys Val Lys Pro 

100 

Glu Ala Phe Ser 
115 

Ala Asp Lys Ser 
130 

Ser Lys Pro Lys 
145 



Glu Pro Ser Pro 



lie Ala Ala Glu 

40 

lie Asp Val Lys 
55 

Leu Lys Asn Gly 
70 

Phe Leu Arg Ser 
85 

Phe lie Thr Leu 



Lys Glu lie Leu 

120 

Asn Leu Lys Val 
135 

Val 



Ser Ser Pro Ala 
25 

Ala Met Ser Phe 



Val Gin Lys Ala 

60 

Pro Cys Gly Gly 
75 

Arg Glu Glu Glu 
90 

Gin Asp Cys lie 
105 

Glu Glu Glu Glu 



Arg Ala Pro Ser 

14 0 



Pro Pro Pro Ser 
30 

Asp Glu Asp Asp 
45 

Leu Asp Cys Pro 



Gin Phe Val Asp 

80 

Lys Gly Ser Asp 
95 

Lys Ala Asn Pro 
110 

Asn Asp Glu Glu 
125 

Trp Ser Arg Glu 



<210> 48 

<211> 45 

<212> PRT 

<213> Zea mays 

<400> 48 

Gly Gin Thr Arg Trp Glu Met Phe Asp Leu Leu Ser Ser Leu Pro Ser 
15 10 15 

Thr Ser Ser Ala Ser Ser Thr Thr Thr Val Ser Ser Thr Ala Ser Ser 

20 25 30 

Gly Ala Pro Pro Pro Ser Arg Pro Asp Trp Met Leu Phe 
35 40 45 



<210> 


49 


<211> 


217 


<212> 


PRT 


<213> 


Zea mays 


<400> 


49 



His Ala Ser Ala He Gly Arg Leu He Ser Pro Ser Ser Gly Cys Ser 
15 10 15 



81 



Gly Thr Ser Ser 

20 

Ser Ala Leu Arg 
35 

Gly Glu Gly Val 
50 

Gly Gly Ser Leu 
65 

Asp Phe Ser Ala 



Val Ser Phe Glu 

100 

Lys Thr Ala lie 
115 

Pro Thr Gly Ser 
130 

Gly Leu Tyr Val 
145 

Arg Ser Leu Ser 



Asp Val Gly Ser 

180 

Glu Lys Val Ala 
195 

His Pro Val Val 
210 



Pro Phe Pro Asp 



Leu Phe Pro Val 

40 

Ala Thr Gin Lys 
55 

Leu Asp Gly Gin 
70 

Arg Leu Gin Pro 
85 

Leu Thr Val Glu 



Ser Gly Asp Ser 

120 

Gly Asp His His 
135 

Asp Glu Ser Tyr 
150 

Leu Arg Leu Ala 
165 

Val Glu Pro Ser 



Gly Met Thr Thr 

200 

Gin Pro Gly Val 
215 



Pro Glu Met Gin 
25 

Arg Glu Pro Pro 



Leu lie Pro Arg 

60 

lie Ser Ala Ala 
75 

Asn Glu His Ala 
90 

Asp Val Ala Arg 
105 

Gly Thr Ala Ser 



Arg Glu Ser Asn 

140 

His Asp Leu Pro 
155 

Lys Glu Phe Asn 
170 

Val Gly Ser Asp 
185 

Glu Pro Lys Lys 



Ser 



Ala Ser Ser Arg 
30 

Lys lie Leu Asp 
45 

His Met Arg Asn 



Val Pro Val Val 

80 

Met Asp His Arg 
95 

Cys Leu Glu Lys 
110 

Phe His Leu Ala 
125 

Glu Ala Arg Ala 



Glu Lys Ala Arg 

160 

Phe Asn Asn Val 
175 

Trp Trp Ala Asn 
190 

Asn Trp Ser Phe 
205 



<210> 50 

<211> 198 

<212> PRT 

<213> Zea mays 

<400> 50 

Met Gly Lys Ala Lys Lys Gly Pro Lys Phe Ala Val Met Lys Lys lie 
15 10 15 

Val Thr Ser Lys Ala He Lys Ser Tyr Lys Glu Glu Val Leu Asn Pro 

20 25 30 

Glu Lys Lys Asn Leu Met Lys Glu Lys Leu Pro Arg Asn Val Pro Thr 
35 40 45 

His Ser Ser Ala Leu Phe Phe Gin Tyr Asn Thr Ala Leu Gly Pro Pro 



82 



Tyr Arg Val Leu 
65 

Lys Leu Asp Leu 



Thr Pro Cys lie 

100 

Gin Lys Tyr Arg 
115 

Arg lie Leu Cys 
130 

Glu Arg Val Thr 
145 

Asp Leu Lys Arg 



lie Thr Lys Arg 

180 

Gly Gly Ala Pro 
195 



Val Asp Thr Asn 
70 

Glu Lys Gly Met 
85 

Thr Asp Cys Val 



Val Ala Leu Arg 

120 

Thr His Lys Gly 
135 

Gin His Lys Cys 
150 

Arg lie Arg Lys 
165 

Lys Tyr Ser lie 



Arg lie 



Phe lie Asn Phe 
75 

Met Asp Cys Leu 
90 

Met Ala Glu Leu 
105 

lie Ala Lys Asp 



Thr Tyr Ala Asp 

14 0 

Tyr lie Val Ala 
155 

lie Pro Gly Val 
170 

Glu Arg Leu Pro 
185 



Ser lie Gin Asn 

80 

Tyr Ala Lys Cys 
95 

Glu Lys Leu Gly 
110 

Pro Arg Phe Glu 
12 5 

Asp Cys Leu Val 



Thr Cys Asp Arg 

160 

Pro lie Met Tyr 
175 

Glu Ala Thr He 
190 



<210> 51 

<211> 265 

<212> PRT 

<213> Glycine max 



<400> 51 

Met Ser Val He 
1 

Tyr Asp Lys Tyr 

20 

Asp Asp Ala Phe 
35 

Ala Leu Leu Gin 
50 

Ser Thr Val Ala 
65 

Leu Glu Glu Val 



Gly Leu Ser Ser 

100 



Asp He Leu Thr 
5 

Asp Val Gin Ser 



Ala Lys Leu Tyr 

40 

Lys Ala Asp Thr 
55 

He Asn Ala Glu 
70 

Pro Lys Leu Gin 
85 

Gin Glu Phe Ala 



Arg Val Asp Ser 
10 

Gin Arg Asp Ser 
25 

Ala Ser Val Asp 



Ala Ser Lys Glu 

60 

He Arg Arg Thr 
75 

Lys Leu Ala Met 
90 

Ala Arg Asn Asp 
105 



He Cys Lys Lys 
15 

Asn Leu Ser Ser 
30 

Ala Asp He Glu 
45 

Lys Ser Lys Ala 



Lys Ala Arg Leu 

80 

Lys Lys Val Lys 
95 

Leu Ala Leu Ala 
110 



83 



Leu Pro Asp Arg 
115 

Lys Gin Thr Gly 
130 

Phe Asp Thr Asp 
145 

Glu Ser Ser Gly 



Asp Gin Gly Leu 

180 

Met Ala His Asp 
195 

Asp Glu lie Asp 
210 

Z Thr Asn Val Arg 
t 225 

f Asn Phe Cys lie 

i 
: 

4 Ala Tyr Leu Tyr 

260 



He Gin Ala He 

120 

Ser Trp Ala Ala 
135 

Gly Lys Phe Asp 
150 

Phe Arg Lys Glu 
165 

Asp Met He Ala 



Met Asn Glu Glu 

200 

Thr Lys Val Asp 
215 

Leu Arg Asp Thr 
230 

Asp He Val Leu 
245 

Asn Val Leu Lys 



Pro Asp Gly Thr 



Ser Ala Ser Arg 

140 

Asp Glu Tyr Phe 
155 

Tyr Glu Met Arg 
170 

Glu Gly Leu Asp 
185 

Leu Asp Arg Gin 



Arg Ala Ser Ser 

220 

Val Asn Gin Leu 
235 

Leu He He He 
250 

Lys 
265 



Pro Ala Ala Ser 
125 

Pro Gly He Lys 



Gin Gin Thr Glu 

160 

Lys Met Lys Gin 
175 

Thr Leu Lys Asn 
190 

Val Pro Leu Met 
205 

Asp Leu Lys Asn 



Arg Ser Ser Arg 

240 

Leu Gly He Ala 
255 



<210> 52 

<211> 107 

<212> PRT 

<213> Zea mays 

<400> 52 

His Ala Ser Gly Phe Leu Lys Cys Ala He Leu Thr Lys Pro Gin Ser 
15 10 15 

Tyr Gly Val Leu Leu Gin Leu Pro Ala Pro Gin Leu Glu Asn Ala Leu 

20 25 30 

Ser Lys Asn Pro Thr Leu Lys Thr Pro Leu Ala Glu His Ala Glu Gin 
35 40 45 



Pro Asn He Arg 
50 

Leu Ala Glu Asp 
65 

Ser Gin Asn Gin 



Ser Thr Leu Pro 
55 

Gin Pro Gin Gin 
70 

Ala Ala Glu Thr 
85 



Arg Ser Thr Leu 

60 

Pro Ala Val Thr 
75 

Ser Ser Ser Ala 
90 



Val Val Leu Gly 



Gin Val Gin Ser 

80 

Ala Asp Thr Ala 
95 



84 



Thr Glu Val Thr Gin Glu Ser Ser Gly Ala Ser 

100 105 



<210> 53 

<211> 478 

<212> PRT 

<213> Glycine max 



<400> 53 

lie Arg Leu Glu 
1 

Glu Pro Ala Lys 

20 

Gin Lys His Glu 
35 

Glu Arg Gly Leu 
50 

Ala Leu Leu Val 
65 

lie Gin Leu Gly 



Asn Val Phe Gly 

100 

Leu Thr Thr Ala 
115 

Leu Asn Gin Phe 
130 

Tyr Ala Val Trp 
145 

Arg Lys Pro Thr 



Pro Leu Ser Ser 

180 

Thr Val Ser Ser 
195 

Asn Pro Ala Asn 
210 

Lys Phe His Asp 
225 

Ser Met Pro Phe 



Phe Glu Ser Leu 
5 

Leu Leu Leu Pro 



Pro Leu Val Ala 

40 

Lys lie Pro Gin 
55 

Ser Leu Met Lys 
70 

Pro Glu Asp Asn 
85 

Lys Ala Asp Lys 



Lys Thr Phe Tyr 

120 

Gly Ala Val Gin 
135 

Lys Ala Ala Glu 
150 

Ala Gly Pro Pro 
165 

Ser Ser Asp Arg 



Pro Gly Pro Glu 

200 

Tyr Gin Asn Leu 
215 

Thr Val Asn Asp 
230 

His Asp Arg Val 



Glu lie Glu Met 
10 

Tyr Leu Gin Arg 
25 

Tyr Tyr Cys Arg 



Ser Glu Arg Thr 

60 

Gin Leu Glu Lys 
75 

Leu Tyr Leu Glu 
90 

Gin Asp Arg Ala 
105 

Ala Ala Ser lie 



Pro Asp Leu Glu 

140 

He Arg Lys Ala 
155 

Asp Gly Asp Glu 
170 

Tyr Asp Leu Gly 
185 

Ser Asp Ser Ser 



Pro Ser He His 

220 

Gin His Ser Ala 
235 

Asp Asn Asn Lys 



Ala Asn Glu Asn 
15 

Ala Asp Glu Leu 
30 

Leu Tyr Ala Met 
45 

Lys Thr Thr Asn 



Asp Lys Lys Ser 

80 

Gly Phe Ala Leu 
95 

Gly Arg Ala Asp 
110 

Phe Phe Glu He 
125 

Gin Lys Gin Lys 



Leu Lys Glu Gly 

160 

Asp Leu Ser Val 
175 

Thr Thr Glu Asn 
190 

Arg Ser Tyr His 
205 

Pro Ala Ala Pro 



Asn He Pro Ser 

240 

His Ser Ser Val 



85 



245 



250 



255 



Val Ser Pro Ser Ser His Ser Phe Thr Pro Gly Val Tyr Pro Ser Gin 

260 265 270 

Asp Tyr His Ser Pro Pro Pro Ser Arg Asp Tyr His Ser Pro Pro Pro 
275 280 285 





Ser Gin 
290 


Asp 


Tyr 


His 


Ser 
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295 
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Ser 
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310 
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340 
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Asn 
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HIS 
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Cjin 
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Phe Thr 
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Ser 
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Gin Gly 
385 


Ser 


Asp 


Val 


Ser 
390 


Tyr 


Ser 


Ser 


Gin 


ber 
395 


Ala 

Ala 
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iJC U. 




„&.„.: 


Asn His 


Ser 


Ser 


Ser 
405 


Ala 


Gin 


His 


Ser 


Ser 

410 


Arg 


Asn 


Glu 


Thr 


Val 
415 




Pro Lys 


Pro 


Thr 
420 


Thr 


Thr 


Gin 


Ala 


Tyr 
425 


Gin 


Tyr 


Asp 


Ser 


Asn 
430 


Tyr 




Pro Ala 
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pro 

435 


IjlU 


Lys 


He 


Ala 
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vj -L VA. 

440 


Ala 


His 


Lys 
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Ala 
445 


Arg 


Phe 




val Gly 
450 


Ala 


Leu 
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Phe 


Asp 
455 


Asp 


Val 


Ser 


Val 


Ala 
460 


Val 


Asp 


Phe 




Lys Lys 
465 


Ser 


Leu 


Glu 


Leu 
470 


Leu 


Thr 


Asn 


Pro 


Ser Ala Gly Gin 
475 
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Met Glu 
1 


Val 


Phe 


Gly Lys 
5 


Ser 


Val 


He 


Ala 
10 


Glu 


Pro 


Ser 


Asn 


Val 
15 




Phe Leu 


Ser Ala 
20 


. lie 


Leu 


. Asn 


Thr 


Glu 
25 


Gly 


Ser 


■ Asn 


. Pro 


i Ser 
30 


His 



320 



400 



86 



Cys Asp Lys Arg 
35 

Cys Lys Leu Thr 
50 

Arg lie Leu Tyr 
65 

Leu Phe Pro Leu 



Arg Lys His Glu 

100 

Arg Gly Ala Gin 
115 

Val Tyr Pro lie 
130 



Cys Gin Ser Glu 

40 

Glu Thr Thr His 
55 

Asp Asn His Asn 
70 

Ser Pro Leu Glu 
85 

Val Asp Ser Ser 



Leu His Pro Ser 

120 

Pro Ser Gin Val 
135 



Arg lie Leu Gly 



lie Cys Asp Lys 

60 

Ser Leu Cys Arg 
75 

Gin Gin Ala Val 
90 

Glu Gly Cys Cys 
105 

Pro Phe Glu Arg 



Gly Asp Gly Met 

140 



Asn Met Tyr Arg 
45 

Asn Cys Asn Gin 



Val Ser Gly Gin 

80 

Arg Gly lie Arg 
95 

Phe Lys Arg Arg 
110 

Ser Tyr Ser Ala 
125 

Asp Met Ser 



<210> 55 

<211> 393 

<212> PRT 

<213> Zea mays 

<400> 55 

Met Lys Val Leu Val Leu Ala Val Leu Ala Leu Val Ala Ala Ala Ser 
15 10 15 

Ala Ala Gly Gin Gly Glu Glu Gly Gly Gly Pro Pro Leu Pro Phe Ala 

20 25 30 

Leu Gly Ala Ala Pro Ala Gly Cys Asp Val Ala Gin Gly Glu Trp Val 
35 40 45 

Arg Asp Asp Asp Ala Arg Pro Trp Tyr Gin Glu Trp Glu Cys Pro Tyr 
50 55 60 

He Gin Pro Gin Leu Thr Cys Gin Ala His Gly Arg Pro Asp Lys Ala 
65 70 75 80 

Tyr Gin Ser Trp Arg Trp Gin Pro Arg Gly Cys Ser Leu Pro Ser Phe 

85 90 95 

Asn Ala Thr Leu Met Leu Glu Met Leu Arg Gly Lys Arg Met Leu Phe 

100 105 HO 

Val Gly Asp Ser Leu Asn Arg Gly Gin Tyr Val Ser Leu Leu Cys Leu 
115 120 125 

Leu His Arg Ala He Pro Asp Gly Ala Lys Ser Phe Glu Thr Val Asp 
130 135 140 



87 



Ser Leu Ser Val 
145 

Tyr Trp Ala Pro 



His Ser Ala Asp 

180 

Tyr Ser Phe Trp 
195 

Trp Trp Val Ala 
210 

Asp Pro Ser Lys 
225 

Leu Val Leu His 



Gly Lys Ser Arg 

260 

Gly Arg Ala Trp 
275 

Asn Gin Thr Ser 
290 

Ser Arg Glu Met 
305 

Val Pro Val Gly 



Asp Ala His Thr 

340 

Glu Gin Arg Ala 
355 

Leu Pro Gly Val 
370 

Phe Phe Pro Ser 
385 



Phe Arg Ala Lys 
150 

Met Leu Ala Glu 
165 

Asp Arg Leu lie 



Lys Gly Ala Asp 

200 

Gly Asp Lys lie 
215 

Asp lie Val Glu 
230 

Gin Val Val Arg 
245 

Val Phe Phe Val 



Gly Asp Asp Asp 

280 

Pro lie Ser Ala 
295 

Leu Arg Ala Thr 
310 

Leu Val Asn lie 
325 

Gin Thr Tyr Lys 



Asp Pro Arg Ser 

360 

Pro Asp Thr Trp 

375 

Asn Asp Gin Val 
390 



Asn Tyr Asp Ala 
155 

Ser Asn Ser Asp 
170 

Arg Gly Ala Pro 
185 

Val Leu Val Phe 



Gin lie Leu Arg 

220 

Met Lys Ser Glu 
235 

Trp Leu Glu Arg 
250 

Thr Ala Ser Pro 
265 

Ala Glu Gly Ser 



Ala Ser Ser Tyr 

300 

Glu Glu Val Leu 
315 

Thr Arg Leu Ser 
330 

Lys Gin Trp Val 
345 

Tyr Ala Asp Cys 



Asn Glu Leu Leu 

380 

Leu 



Thr lie Glu Phe 

160 

Asp Ala Val Val 
175 

Met Asp Arg His 
190 

Asn Ser Tyr Leu 
205 

Gly Ala Asp Asn 



Glu Ala Tyr Arg 

240 

Asn Val Asp Pro 
255 

Thr His Thr Asp 
270 

Ser Asn Cys Tyr 
285 

Arg Gly Gly Thr 



Ala Thr Ser Arg 

320 

Glu Tyr Arg Arg 
335 

Glu Pro Thr Ala 
350 

Thr His Trp Cys 
365 

Tyr Trp Lys Leu 



<210> 56 

<211> 109 

<212> PRT 

<213> Zea mays 

<400> 56 

Thr Arg Pro Cys Asn Ser Met Asn Met Gin Leu Ser Gin Leu Pro Leu 



88 



1 



5 



10 



15 



Asp Cys Lys Arg 

20 

Pro Thr Ser Phe 
35 

Ala Arg Val Trp 
50 

lie Leu Leu Asn 
65 

Lys Gin Val Gin 



Leu Lys Thr Glu 

100 



Leu Thr Tyr Asp 



Tyr Asn lie Gly 

40 

Val Asp lie Gly 
55 

Ala Leu Thr Thr 
70 

Phe Gly Gly Ser 
85 

Glu Val Gly Tyr 



Ala Leu Glu Gly 
25 

Asp Leu Glu lie 



lie His Glu Pro 

60 

lie Ser Ser Asp 
75 

Glu Phe Leu Asn 
90 

Ser Val Cys Lys 
105 



Ala Asn Val Thr 
30 

Gin Asp Asn Leu 
45 

Leu Leu Leu Asp 



His Val Gly lie 

80 

Trp Ser Glu Asp 
95 

He 



<210> 57 

<211> 200 

<212> PRT 

<213> Glycine max 

<400> 57 

Phe Gly Ser Ser Met Ala Ser Ala Thr Arg Leu Val His Cys Glu Leu 
15 10 15 

Arg Ser Ala Arg Pro Ala Val Arg Ala Arg Glu Pro Ala Gly Pro Val 

20 25 30 

Gin Val Thr He Pro Lys Pro Lys Ala Ala Glu Ala Glu Gly Ala Asn 
35 40 45 

He Val Leu Gin Pro Arg Leu Cys Thr Leu Arg Ser Tyr Gly Ser Asp 
50 55 60 

Arg Ala Gly Val Leu He Lys Ala Arg Lys Glu Gly Asp Asp Asp Asp 
65 70 75 80 

Val Ser Pro Phe Phe Ala Ala Leu Ser Asp Tyr He Glu Ser Ser Lys 

85 90 95 

Lys Ser His Asp Phe Glu He He Ser Gly Arg Leu Ala Met Met Val 

100 105 110 

Phe Ala Ala Thr Val Thr Met Glu Met Val Thr Gly Asn Ser Met Phe 
115 120 125 

Arg Lys Met Asp He Glu Gly He Thr Glu Ala Gly Gly Val Cys Leu 
130 135 140 

Gly Ala Val Thr Cys Ala Ala Leu Phe Ala Trp Phe Ser Ser Ala Arg 
145 150 155 160 



89 



Asn Arg Val Gly Arg He Phe Thr Val Ser Cys Asn Ala Phe He Asp 

165 170 175 



Ser Val He Asp Gin He Val Asp Gly Leu Phe Tyr Glu Gly Asp Asp 

180 185 190 

Pro Thr Asp Trp Pro Asp Glu Pro 
195 200 



<210> 


58 


<211> 


285 


<212> 


PRT 


<213> 


Zea mays 


<400> 


58 


Pro Arg 


Val Arg Cys 


1 


5 



10 15 
Gly He Asn Arg Trp Pro Ser Arg Lys He Lys Lys Val Gly His Ser 

20 25 30 

Leu Lys Lys Leu Gin Met Val He Asp Ser Val His Gly Ser Glu Gly 
35 40 45 

Thr Val Gin Leu Ser Ser Leu Tyr Glu Asn Phe Thr Lys Thr Thr Trp 
50 55 60 

Ser Glu Arg Glu Leu Gin Gly Asp Ala Thr Tyr Pro Leu Ser Glu Glu 
65 70 75 80 

Lys Gly Pro Leu Glu Pro Ser Val Pro Asp Arg Tyr Cys Glu Gly Arg 

85 90 95 

Phe Thr Ser His Thr Ser Gly Ser Asn Ser Leu Ser Pro Ser Cys Ser 

100 105 110 

Gin Ser Ser Asn Ser Ser His Gly Cys Ser Ser Gly Ser Lys Ser Gin 
115 120 125 

Gin His Val Ser Ala Pro Gin Leu Ala Val Lys Lys Glu Val Phe Met 
130 135 140 

Glu Glu Asn Gin Ser Ser Thr Leu Leu Lys Ala Ala Ser His Ala Glu 
145 150 155 160 

Leu Gin Met Leu Pro Glu Glu Arg Leu Val Thr Leu Pro Arg Ser His 

165 170 175 

Ser Gin Val Leu Leu Ser Glu Gin Lys Pro Val Glu Asn He Thr Gly 

180 185 190 

Met Gin Met Ser Lys Pro Asp Ser Leu Lys He Lys Ala Met Tyr Gly 

195 200 205 



90 



Glu Glu Arg Cys 
210 

Leu Lys Glu Glu 
225 

Val Asp Leu Lys 



Cys Asn Ala Asp 

260 

Thr Gin Thr Val 
275 



lie Phe Arg Leu 
215 

lie Leu Lys Arg 
230 

Tyr Leu Asp Asp 
245 

Leu Leu Glu Cys 



Arg lie Leu Val 

280 



Gin Pro Ser Trp 

220 

Phe Gly lie Ala 
235 

Glu Ser Glu Trp 
250 

lie Asp Val Tyr 
265 

His Ser Ser Asp 



Gly Phe Glu Lys 



Arg Glu Val Tyr 

240 

Val Leu Leu Thr 
255 

Lys Ser Ser Ser 
270 

Gin 
285 



<210> 59 

<211> 115 

<212> PRT 

<213> Zea mays 

<400> 59 

Met Arg Ala Met Ser Ser Ala Val Asn Gly Met Leu Arg Ala Arg Leu 
15 10 15 

Arg Gly Ala Ala Arg Val Arg Gly Gly Gly Gly Glu Gly Ala Gly Arg 

20 25 30 

Trp Thr Thr Pro Gly His Glu Glu Arg Pro Lys Gly Tyr Leu Phe Asn 
35 40 45 

Arg Pro Pro Pro Pro Pro Gly Glu Ser Arg Lys Trp Glu Asp Trp Glu 
50 55 60 

Leu Pro Cys Tyr Val Thr Ser Phe Leu Thr Val Val lie Leu Gly Val 
65 70 75 80 

Gly Leu Asn Ala Lys Pro Asp Leu Thr lie Glu Thr Trp Ala His Gin 

85 90 95 

Lys Ala Leu Glu Arg Leu Gin Gin Gin Glu Leu Ala Ala Ala Asp Thr 

100 105 110 



Gin Ala Glu 
115 



<210> 60 

<211> 168 

<212> PRT 

<213> Glycine max 

<400> 60 

He Arg Leu Glu Gin Arg Pro Val Glu Gly Asn Ala Thr Met Lys Gin 
15 10 15 



91 



Asp Leu Arg Ser 

20 

Thr Gly Gin Glu 
35 

lie Glu Pro Ser 
50 

Glu Asp Ser Leu 
65 

Gly Pro Leu Gin 



Gin Gly Asn Arg 

100 

lie Cys Val Lys 
115 

Asp Val Cys Tyr 
130 

Leu Val Ala His 
145 

Leu Ser Val Leu 



Phe Lys Leu lie 



Thr Asp Phe Val 

40 

Arg Arg Glu Gin 
55 

Arg Arg Ser Gly 
70 

Glu Glu Pro Gly 
85 

lie Ser Gin Gly 



Ala Leu His Asp 

120 

Glu Tyr lie Ala 
135 

Leu Pro Asp Lys 
150 

Glu Lys Asn Thr 
165 



Leu Glu Tyr lie 
25 

Leu Val Ser Cys 



Val Leu Lys Ala 

60 

Leu Gly Tyr Thr 
75 

Gly Gin Arg Ala 
90 

He Ser Cys Ala 
105 

Thr Thr Ala Arg 



Glu Asp Gly Arg 

140 

Ala Asn Asn Tyr 
155 



Lys Ala Leu Pro 
30 

Ser Gly Leu Gly 
45 

Lys Arg Ala Gly 



He Val Arg Pro 

80 

Leu He Phe Asp 
95 

Asp Val Ala Asp 
110 

Asn Lys Ser Phe 
125 

Glu Leu Tyr Glu 



Leu Thr Pro Ala 

160 



<210> 61 

<211> 723 

<212> PRT 

<213> Zea mays 

<400> 61 

Met Ala Gly Lys Glu Asp Glu Asn Glu Lys Pro Ser Leu Val Ala Ala 
15 10 15 

Gly Gly Lys Gin Asp Arg Thr Ala Ala Thr Thr Glu Ser Leu Pro Gin 

20 25 30 

Arg Thr Asn Leu Glu Trp Gly Lys Ala Ala Cys Ser Glu Asp Asp He 
35 40 45 

Gin Lys Cys Val Ala Ala Gly Ala Phe His Pro Gly Glu Leu Val Glu 
50 55 60 

Trp Arg Ala Pro Val Lys Asp Glu Thr Pro Thr Leu Ser Thr Met Glu 
65 70 75 80 

Asp Gin Phe Val He Leu Ser Leu Thr His He He Cys Gly Leu Arg 

85 90 95 



92 



Val Asp Ala Ser 

100 

Glu Trp Ser His 
115 

Ala His Leu Cys 
130 

Phe Thr His Phe 
145 

Thr Leu Gly Ala 



Tyr Pro Leu Tyr 

180 

Trp Phe Tyr Ala 
195 

Asp lie Leu Lys 
210 

Leu Ser Cys Glu 
225 

Asn Gin Gly Leu 



Arg lie Ser Pro 

260 

Gly Leu Ser Asp 
275 

Asp lie Glu Ser 
290 

Val Lys Gin Pro 
305 

Ala Asn Gin Pro 



Lys Lys Glu Ala 

340 

Arg Gin Ser Ala 
355 

lie Asp Pro Pro 
370 

Ala Thr Thr Asn 
385 



Asp Phe Leu Val 



Leu Thr Pro Asn 

120 

Glu Ala Tyr Val 
135 

Tyr Ser Leu Tyr 
150 

Val Tyr Phe Arg 
165 

Tyr Leu Arg Ser 



Lys Val Pro Lys 

200 

Glu Glu Asn Asn 
215 

Gin Met Lys Gin 
230 

Thr Gly Ala Asp 
245 

Leu Arg Arg Arg 



Pro Thr Arg Asp 

280 

Lys Leu Ser Tyr 
295 

Thr Gly Arg Leu 
310 

Leu Asp Leu Leu 
325 

Gin Pro Gin Val 



Gly Pro Arg Lys 

360 

Pro Thr Gin Gly 
375 

lie Ala Thr Ala 
390 



Ser Val Leu Glu 
105 

Ser lie Thr Ala 



Glu Ala Pro Pro 

140 

His Asn Arg Lys 
155 

Leu Arg Asp Arg 
170 

Ser Gin Phe Met 
185 

Ser Cys Arg Leu 



Trp Asn Trp Lys 

220 

Val Gly Gin He 
235 

He He His Asp 
250 

Met His Leu Thr 
265 

Ser Asp Lys Asp 



Leu Leu Asp Leu 

300 

Val Arg Ala Ser 
315 

Asn Val Cys Ser 
330 

Cys Ala Ser Leu 
345 

Val Ala Val Pro 



Pro Ala Pro Glu 

380 

Val Ser Pro Asn 
395 



93 



Tyr Tyr Arg Leu 
110 

Leu Ser He Phe 
125 

Thr Val Glu Val 



Gly Glu Thr Thr 

160 

Met Lys Lys Asn 
175 

Trp Val Ser Leu 
190 

Thr Phe Arg Gly 
205 

Asp Leu Leu Pro 



Met Lys Leu Ser 

240 

Tyr Leu Lys Arg 
255 

Cys Asn Tyr Ser 
270 

Leu Ser Val Glu 
285 

Lys Arg Met Gly 



Thr Asn Asp Gin 

320 

Thr His Glu Ala 
335 

Arg Arg Tyr Thr 
350 

Pro Pro Leu Lys 
365 

Glu He Leu Asp 



Leu Gly Val Glu 

400 



Gin Lys Ser lie Glu His Pro Thr Val Ala Glu Glu Arg Lys lie Ala 

405 410 415 



Glu Leu Val Lys Pro Thr Phe Ser Val lie Gly Ala Lys Arg Lys Ala 

420 425 430 

Ser Ala Pro Arg Ser Arg Ser Lys Arg Arg Ala Lys Tyr Ser Leu Leu 
435 440 445 

Ser Val Val Thr Lys Thr Arg Met Ser Ser Leu Asp Thr Gly Ser lie 
450 455 460 

Lys Gly Thr Ser Arg Thr Lys Glu Ala Val Leu Ala Leu Asn Ser Arg 
465 470 475 480 

Ser lie Gly Leu Ala Arg Cys Pro Pro Ala Ser Leu Ala Glu Gly Thr 

485 490 495 

Gly Asn Gly Gly Leu Phe Met Leu Ala Lys Val Val Asp His Thr Lys 

500 505 510 

Val Val Glu Asp Ser Met Ser Asn lie Leu Leu Asn Gin Gin Val Gly 
515 520 525 

Asp Ser Ser Arg Lys Glu Val Asp Pro Ala Gin Ser lie Thr Glu lie 
530 535 540 

Val Gin Asp Gin Glu Ala lie Glu Val Ser Ala Ala lie Pro Val Pro 
545 550 555 560 

Asn Lys Glu Glu lie Asn Ser Gly Val lie Trp Glu Arg Met Gin Lys 

565 570 575 

Val Gin Ser Glu Tyr Val Ser Leu Ser Met Thr Ala Ser Ser Glu Leu 

580 585 590 

Leu Glu Gin Ala Lys Lys Leu Val Met Glu Asn Lys Arg Leu Lys Asp 
595 600 605 

Val Gin lie Met Leu Ser Gin Gin Val Lys Asp Leu Glu Asp Gly Arg 
610 615 620 

Arg Leu Leu Thr Glu Arg Met Lys Lys Ala Glu Gin Glu Thr Phe Lys 
625 630 635 640 

lie lie Glu Glu Asn Met Lys Leu Lys Asp Glu Asn Lys Gly Gin Lys 

645 650 655 

Gin Met lie Glu Glu Leu Ser Lys Gin Asn Glu Ser Thr Leu Gly Ala 

660 665 670 

Leu Val His Lys Cys Thr Leu Leu Asp Arg Tyr Lys Glu Glu Ser Ala 
675 680 685 

Gin Leu He Arg Glu Lys Glu Glu Leu Gin Ser Arg Val Ser Arg Val 
690 695 700 



94 



Asn Asp Leu Val Lys Leu Val Ser Ser Thr Leu Cys Gin Glu Lys Asp 
705 710 715 720 



Ser Ala Ser 



<210> 62 

<211> 342 

<212> PRT 

<213> Glycine max 

<400> 62 

Met Ser Glu Lys Ala Leu Arg Asp Leu Asn Thr lie Leu Gly Thr Glu 
15 10 15 

Arg Lys Asn Glu Asp Ser Ser Lys Ala Cys Leu Ser Lys Pro Ser Val 

20 25 30 

Asp Asn Ala Val Glu Asn lie Glu Glu Trp Gin Lys Lys Asn Asn Ser 
35 40 45 

Pro Ser Leu Val Ser Pro Ala Val Asn Gly Asn Leu Ala Val Thr Ala 
50 55 60 

Asn Ser Gly Ala Glu Val Val Asn Pro Glu Val Glu Tyr lie Glu Ser 
65 70 75 80 

Glu Asn Leu Asn Asp Val Asp Asp lie Asp Thr Cys Leu Lys Thr Leu 

85 90 95 

Leu Ala Gly Leu Asp Ser Lys Asp Trp Val Leu Val Cys Asp Thr Leu 

100 105 110 

Asn Asn Val Arg Arg Leu Ser lie Phe His Lys Glu Ala Met Leu Asp 
115 120 125 

Met Leu Gly Asp Val lie Thr Ser He Ala Lys Ser Leu Lys Ser Pro 
130 135 140 

Arg Ser Ala Val Cys Lys Thr Ala He Met Thr Ser Ala Asp He Phe 
145 150 155 160 

Ser Ala Tyr Asn Asp Leu He He Asp Ser Leu Asp Pro Leu Leu Val 

165 170 175 

Gin Leu Leu Leu Lys Ser Ser Gin Asp Lys Arg Phe Val Cys Glu Ala 

180 185 190 

Ala Glu Lys Ala Leu He Ser Met Thr He Trp He Ser Pro He Ser 
195 200 205 

Leu Leu Pro Lys Leu Gin Pro Tyr Leu Lys Asn Lys Asn Pro Arg He 
210 215 220 

Arg Ala Lys Ala Ser Met Cys Phe Ser Arg Ser Val Pro Gin Leu Gly 
225 230 235 240 



95 



Ala Glu Gly lie Lys Thr Tyr Gly lie Asp Lys Leu lie Gin Val Ala 

245 250 255 



Ala Ser Gin Leu Ser Asp Gin Leu Pro Glu Ser Arg Glu Ala Ala Arg 

260 265 270 

Thr Leu Leu Leu Glu Leu Gin Asn Val Tyr Glu Lys Ser His Asp Leu 

275 280 285 

lie Lys Pro Ala Thr Pro Thr Val Asn Asn Glu His Thr Val Asn Glu 
290 295 300 

Glu Asn Pro Glu Val Ser Ser Trp Glu Ser Phe Cys Gin Ser Lys Leu 
305 310 315 320 

Ser Pro Leu Ser Ala Gin Ala Val Leu Arg Val Thr Thr Ser lie Ala 

325 330 335 

Arg Glu Gly Leu Val Ser 

340 
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Pro Arg Val Arg Ala Leu Leu Ala Ser Thr lie Val Pro His Pro Asn 
15 10 15 

Gin Gly Asn Met His Glu Pro Ala lie Asp Met Pro Phe Gly Ser Val 

20 25 30 

Leu Leu Gin Ala Leu Val Ser Ser Asp Val Asn Gly Asp Met Glu Ala 
35 40 45 

Cys Cys Arg Ala Ser Ser Val Leu Ser His lie Val Lys Asp Asn Met 
50 55 60 

Gin Ser Lys Asp Arg Val Leu Gin lie Gin Leu Glu Thr Leu Thr Pro 
65 70 75 80 

Ser Leu Gly Arg Thr Glu Pro Val Leu His Arg lie Val Thr Cys Leu 

85 90 95 

Ser lie Ala Ala Ser Thr Glu Gly Glu Asn Asn Gin Asn Asn Gin Pro 

100 105 110 

Glu Glu Pro Tyr lie Gin Pro Val lie Leu Arg Leu Leu lie lie Trp 
115 120 125 

Leu Val Asp Cys Ser Asn Ala Val Asn Cys Leu Leu Glu Ser Ala Val 
130 135 140 



96 



His Leu Asn Tyr lie lie Glu Leu Ala Ser Ser Lys Arg Tyr Thr Ala 
145 150 155 160 



Cys Val Arg Gly Leu Ala Ala Val Val Leu Gly Ala Cys lie Leu Tyr 

165 170 175 

Asn Ala Ser His Glu Lys Gly Arg Asp Ala Phe Ala Val Ala Asp Ala 

180 185 190 

lie Ser Gin Lys lie Gly Leu Thr Thr Tyr Phe Leu Arg Phe Asp Glu 
195 200 205 

Leu Arg Arg Ser Leu Ala His Pro Leu Pro Glu Gin His His Arg Lys 
210 215 220 

Glu Leu Ser Arg Ser Ser Ala Asn Ser Met Ser Asp Phe Gin Glu lie 
225 230 235 240 

Glu Glu Asp Glu Thr Asn Lys Asp Asp Gin His Pro Val Leu Ser Glu 

245 250 255 

lie Phe Asp Ser Gin Phe Val Asn Phe Leu Ser Lys Leu Glu Ala Asp 

260 265 270 

lie Arg Glu Asn lie Met Asp lie Phe Ser Arg Thr Lys Thr Ala Thr 

275 280 285 

Ala Leu Leu Pro Thr Glu Leu Glu Gin Lys Asn Gly Glu Val Asp Gly 
290 295 300 

Glu Tyr lie Lys Arg Leu Lys Ser Phe Val Glu Lys Gin Cys Asn Glu 
305 310 315 320 

Met Gin Asp Leu Leu Ala Arg Asn Ala Met Leu Ala Glu Glu Leu Val 

325 330 335 

Arg Thr Gly Gly Gly Thr Thr Thr Asp Thr Ser Gin Arg Pro Asn Asn 

340 345 350 

Gly Arg Glu Arg Val Gin lie Glu Ala Leu Arg Gin Glu Leu Glu Gly 
355 360 365 

Ala Arg Arg Gin lie Glu Ala Leu Glu Thr Asp Lys Ser Gin He Glu 
370 375 380 

Ala Glu Ala Asn Asn Gin Arg Asn Leu Ala Val Lys Leu Glu Ser Asp 
385 390 395 400 

Leu Lys Ser Leu Ser Glu Ala Tyr Asn Ser He Glu Gin Ala Asn Tyr 

405 410 415 

Arg Leu Asp Ala Glu Val Lys Thr Leu Arg Gin Gly Gly Ser Val Pro 

420 425 430 

Tyr Pro Asp Val Glu Ala He Lys Ala Gin Ala Lys Glu Glu Ala Glu 
435 440 445 
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Lys Asp Ser Glu 
450 

Glu Gin Thr Lys 
465 

Glu Asp Val Asp 



Pro Asp Asp Asp 

500 



Ala Glu Leu Asn 
455 

Val Glu Lys Leu 
470 

Ala Leu Leu Gin 
485 

Asp Asp Asp Asp 



Gly Leu Leu Val 

460 

Ser Thr Arg Leu 
475 

Gly lie Gly Asp 
490 

Glu Asp Ser Glu 
505 



Cys Leu Gly Gin 

Ala Glu Leu Gly 

480 

Asp Thr Ala lie 
495 

Glu 



<210> 64 

<211> 102 

<212> PRT 

<213> Zea 

<400> 64 

Gin Phe Lys lie 
1 

Leu Ala Asn Ser 

20 

Asp Gin Cys Ala 
35 

Leu Thr Val Glu 
50 

Asp Val Arg Ala 
65 

Phe Asn Ala Gin 



Arg Met Leu Phe 

100 



mays 



Asp Pro Gin Asp 
5 

Ala Ser Ser lie 



Ala Ala Leu Arg 

40 

Glu Ala Ser Leu 
55 

Phe Ser Gly Leu 
70 

Ala Leu Ser Glu 
85 

Pro Arg 



Phe Gin Asp Ser 
10 

lie Glu Arg lie 
25 

Ser Leu Cys Arg 



lie Gly Val Asp 

60 

Glu Val Lys Thr 
75 

Arg Ser Ala Glu 
90 



Glu Pro Asp lie 
15 

Lys Glu Asn Ser 
30 

Arg Lys Lys Gly 
45 

Ser Leu Gly lie 



Val Arg Phe Ser 

80 

Lys Lys lie Arg 
95 



<210> 65 
<211> 587 
<212> PRT 

<213> Zea mays 

<400> 65 

Pro Arg Val Arg Ser Val Leu Lys Thr Lys Pro Ser Pro Arg lie Leu 
15 10 15 

Thr Glu Ala Ala Pro Trp Arg Gin Gin Glu Arg Ser Ala Thr Asn lie 

20 25 30 

Cys Arg Glu Ala Glu Gly Arg Pro Arg lie Ala Ser Val Tyr Ala Asp 
35 40 45 
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He Glu Arg Arg Val Gly Gly Phe Asp Phe Leu Glu Cys Asn Asn Lys 
50 55 60 

Asp Phe Arg Ala Leu Arg He Leu Gly Ala Leu Asn Ala Arg Asp Ala 

65 70 75 80 

Lys Asn Lys Asn Asp Ser Ser Gly Arg Pro Met Ala Thr His Arg Thr 

85 90 95 

Gly Tyr Asp Leu Thr Thr Ser Gly Ser Phe Gin Ala Pro He Val Val 

100 105 HO 

Met Lys Pro Ala Gly Thr Thr Glu Lys His Gly Val Ser Leu Ala Ser 
115 120 125 

Val Ala Pro He Ala Gly Leu Arg Ser Leu Arg Lys Leu Pro Ala Arg 
130 135 140 

Tyr Ser Ser Phe Thr Gly Thr Asn Glu Thr Ser Thr Asn Glu Asn He 
145 150 155 160 

His Leu Arg Met Ser Arg Ala Gin Leu Lys Ser Glu Glu Thr Val Ser 

165 170 175 

Ser Ala Asn Ser Pro Arg Pro Thr Ser Ser Ser Ser Pro Arg Asn Val 

180 185 190 

Leu Lys Asn Ala Glu Pro Glu Arg Arg Ser Arg Pro Pro Val Ser Pro 
195 200 205 

Lys Ser Pro Ser Lys Lys Ser Asn Glu Val Val Ser Pro Lys Gly Arg 
210 215 220 

Thr Arg Ser Lys Pro Ser Gin Val Lys Ser His Arg Asp Glu Val Leu 
225 230 235 240 

Gin Ser Thr Gly Asn Arg He Ser Leu Ala Lys Gin Val Asp Val Ser 

245 250 255 

He He Asp Cys Pro Lys Leu Pro Gly Gly Asn Ser Thr Phe Val Pro 

260 265 270 

Pro Ser Asn Ala Ala Ala Thr Ala Ser His Lys Ala Pro Ser He Leu 
275 280 285 

Asp Ser Asp Gin Asn He His Ser Leu Asp Asn He Pro Ser Pro Val 
290 295 300 

Ser Val Leu Asp Thr Ser Phe Tyr His Lys Arg He Ser Asp Ser Phe 
305 310 315 320 

Lys Asp Gly Glu Thr His Ser Ser Glu Glu Cys Trp Asn Pro Asn Ser 

325 330 335 

Leu Pro Asp Thr Pro Gin Ser Lys Ala Ser Ser Glu Ala Asn Gin He 

340 345 350 
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Lys Pro Glu Asn Leu Glu Val Leu lie Gin Lys Leu Glu Gin Leu Gin 
355 360 365 



Ser Met Asn Glu Glu Asp Ala Ser lie Lys Glu Val Met Ala Ser Val 
370 375 380 

Thr Ala Asn Lys Asp His Gin Tyr lie Tyr Glu lie Leu Leu Ala Ser 

385 390 395 400 

Gly Leu Leu His Lys Glu His Ser lie Thr Ala Leu Pro Ala Gin Leu 

405 410 415 

Gin Pro Ser Asn Tyr Pro lie Asn Pro Glu Leu Phe Leu lie Leu Glu 

420 425 430 

Gin Thr Lys Pro Asp Leu Val Phe Ala Phe Gin Thr Val Ser Gly Thr 
435 440 445 

Lys Lys Ser Cys Lys Pro Tyr Thr Gly Lys Leu His Arg Arg Leu Val 
450 455 460 

Phe Asp Leu Val Asn Glu Thr lie Ala Gin Lys Met lie lie Cys Arg 
465 470 475 480 

Ser Gly Ser Gin Pro Val Lys Phe Leu Gin Ser Arg Lys Leu Ser Gly 

485 490 495 

Trp Gin Leu Phe Lys Asp Leu Cys Thr Glu Val Asp Arg Gin lie Lys 

500 505 510 

Cys Thr Gly Glu Glu Glu Asn Gly Asn Met lie Leu Asp Glu Asp Thr 
515 520 525 

Val Asn Gly Thr Lys Asp Trp Met Ser Phe Asp Thr Met Leu His Gly 
530 535 540 

Met Val Trp Glu lie Glu Arg Ser lie Phe Lys Gly Leu lie Asp Glu 
545 550 555 560 

Val He Gly Gly Glu Thr He Glu Lys Met Gin Phe Gly Gin Arg Lys 

565 570 575 

Leu Gin Arg Gin Leu Ser Phe Ser Ser He Asn 

580 585 



<210> 66 

<211> 243 

<212> PRT 

<213> Zea mays 

<400> 66 

Pro Arg Val Arg He Phe Leu Ala Trp Trp Leu Thr Arg Lys Ala Gin 
15 10 15 



100 



lie His Cys Leu Ala Val Gin Met Leu Leu Leu Arg Cys Leu Leu Met 

20 25 30 



Asp Leu Asp Arg Gin Asn Thr Gly Lys Ala Thr Val Leu Gly Asp Ala 
35 40 45 

Ala Arg Val Leu Arg Asp Leu lie Thr Gin Val Glu Ser Leu Arg Gin 
50 55 - 60 

Glu Gin Ser Ala Leu Val Ser Glu Arg Gin Tyr Val Ser Ser Glu Lys 
65 70 75 80 

Asn Glu Leu Gin Glu Glu Asn Ser Ser Leu Lys Ser Gin lie Ser Glu 

85 90 95 

Leu Gin Thr Glu Leu Cys Ala Arg Met Arg Ser Ser Ser Leu Ser Gin 

100 105 110 

Thr Ser lie Gly Met Ser Asp Pro Ala Thr His Gin Gin Met Gin Met 
115 120 125 

Trp Ser Ser lie Pro His Leu Ser Ser Val Ala Met Ala Ala Arg Pro 
130 135 140 

Ala Ser Ala Ala Ser Pro Leu His Gly Gin Glu Gly Tyr Ser Ala Asp 
145 150 155 160 

Ala Gly Gin Ala Gly Tyr Ala Pro Gin Pro Gin Pro Arg Glu Leu Gin 

165 170 175 

Leu Phe Pro Gly Ser Ser Ala Ser Ser Ser Pro Glu Arg Glu Arg Ser 

180 185 190 

Ser Arg Leu Gly Ser Gly Gin Ala Thr Arg Pro Ser Leu Thr Asp Ser 
195 200 205 

Leu Pro Gly Gin Leu Cys Leu Ser Leu Leu Gin Pro Ser Gin Glu Ala 
210 215 220 

Ser Gly Gly Gly Gly Gly Gly Val Met Ser Arg Ser Arg Glu Glu Arg 
225 230 235 240 



Arg Asp Gly 



<210> 67 

<211> 423 

<212> PUT 

<213> Zea 

<400> 67 

Thr Arg Pro Ala 
1 

lie Leu Leu Gin 

20 



mays 

lie Arg Glu Leu 
5 

Thr Arg Gly lie 



Trp Arg Pro Asn 
10 

Gly Ala Leu His 
25 



Pro Ser Gin Leu 
15 

Lys Glu Leu Pro 
30 
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Lys Ala Cys Ala Leu Thr Gly Ser Ser Asp Pro Cys Tyr He Glu Ala 
35 40 45 

Tyr His Leu Ala Asp Pro Thr Asp Gly Arg He Thr Leu His Leu Lys 
50 55 60 

He Leu Asn Leu Thr Glu Leu Glu Leu Asn Arg Val Asp He Arg Val 
65 70 75 80 

Gly Leu Ser Gly Ala Leu Tyr Tyr Met Asp Gly Phe Ser Arg Thr Val 

85 90 95 

Arg His Leu Arg Asn Leu Val Ser Gin Asp Pro Val Gin Ser Ser Val 

100 105 HO 

Thr Val Gly Val Ser His Phe Glu Arg Cys Ser Leu Trp Val Gin Val 
115 120 125 

Leu Tyr Tyr Pro Phe Tyr Gly Ser Ser Gly Ser Thr Asp Tyr Glu Gly 
130 135 140 

Asp Tyr Ala Glu Glu Asp Ser Gin Met Met Arg Gin Lys Arg Ser His 
145 150 155 160 

Arg Pro Glu Leu Gly Glu Pro Val Val Leu Arg Cys Gin Pro Tyr Lys 

165 170 175 

Phe Pro Leu Ala Glu Leu Leu Leu Pro Leu Glu Cys Ser Pro Val Glu 

180 185 190 

Tyr Phe Arg Leu Trp Pro Ser Leu Pro Ala Met Val Glu Cys Thr Gly 

195 200 205 

Thr Tyr Thr Tyr Glu Gly Ser Gly Phe Lys Ala Thr Ala Ala Gin Gin 
210 215 220 

Tyr Asp Ser Ser Pro Phe Leu Ser Gly Leu Lys Ser He Ser Ser Lys 
225 230 235 240 

Pro Phe His Gin Val Cys Ser His Phe He Arg Thr Val Ala Gly Phe 

245 250 255 

Gin Leu Cys Tyr Ala Ala Lys Thr Trp Phe Gly Gly Phe Val Gly Met 

260 265 270 

Met He Phe Gly Ala Ser Glu Val Ser Arg Asn Val Asp Leu Gly Asp 
275 280 285 

Glu Thr Thr Thr Met He Cys Lys Phe Val Met Arg Ala Ser Asp Glu 
290 295 300 

Ser He Thr Arg Glu He Lys Ser Asp Leu Gin Gly Trp Leu Asp Asp 
305 310 315 320 

He Thr Asp Gly Ala Val Glu Tyr Met Pro Glu Asp Glu Val Lys Ser 

325 330 335 
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Val 


Ala 


Ala 


Glu 
340 


Gin 


Leu 


Lys 


He 


Ser 
345 


Met Glu 


Arg 


He 


Ala 
350 


Leu 


Leu 


Lys 


Ala 


Ala 
355 


Arg 


Pro 


Lys 


Val 


Pro 
360 


Pro 


Ala Lys 


Thr 


Asp 
365 


Gin 


Glu 


Glu 


Glu 


Glu 
370 


Glu 


Arg 


Lys 


Gin 


Ser 
375 


Glu 


Glu 


Leu Asp 


Gly Phe 
380 


Gly Asn 


Pro 


Lys 
7 ft ^ 

JO J 


Gly 


Pro 


Ser 


Thr 


Leu 

o q n 
o y \j 


Ser 


Lys 


Leu 


Thr Ala 

■J Zf -J 


Glu 


Glu 

\wJ _L \JL 




Glu 


His 

400 

v \j 


Arg 


Ala 


Leu 


Gin 


Ala 
405 


Ala 


Val 


Leu 


Gin 


Glu Trp 
410 


ri-L S 




±jg U. 


415 


Lys 


Glu 


Arg 


Ala 


Met 
420 


Lys 


Ala 


Gin 
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I'M Pro 


Arg 


Val 


Arg 


Ala 
5 


Ser 


Gly 


He 


Ser 


Gly Thr 
10 


Ser 


Val 


Arg 


Leu 
15 


Thr 


?; ' Ala 


Gly 


Ala 


Gly 
20 


Leu 


Pro 


Val 


His 


Met 
25 


Lys Gly Glu Leu Asn Thr Ala 

30 


ft -in 

E " 3 
if -Li 


He 


Gly Leu 
35 


Gly Asp Asp Gly Gly Tyr Gly Gly Gly Trp Val 

40 45 


Pro 


M Leu 


Ala 
50 


Ala 


Leu 


Lys 


Lys 


Val 
55 


Leu Arg Gly He 


Leu 
60 


Lys 


Tyr Leu Gly 


Val 
65 


Leu 


Trp 


Leu 


Phe 


Ala 
70 


Gin 


Leu 


Pro 


Glu Leu 
75 


Leu 


Lys 


Glu 


He 


Leu 
80 


Gly 


Ser 


He 


Leu 


Lys 
85 


Asp 


Asn 


Glu Gly Ala Leu 
90 


Leu 


Asn 


Leu 


Asp 
95 


Gin 


Glu 


Gin 


Pro 


Ala 
100 


Leu 


Arg 


Phe 


Tyr 


Val 
105 


Gly Gly 


Tyr 


Val 


Phe 
110 


Ala 


Val 


Ser 


Val 


His 
115 


Arg 


Val 


Gin 


Leu 


Leu 
120 


Leu 


Gin Val 


Leu 


Ser 
125 


Val 


Lys 


Arg 


Phe 


His 
130 


His 


Gin 


Gin 


Gin 


Gin 
135 


Gin 


Gin 


Ala Gin 


Ser 
140 


Asn 


Ala 


Gin 


Glu 


Glu 

145 


Leu 


Ala 


Ala 


Val 


Glu 
150 


He 


Asn 


Glu 


lie Cys 
155 

103 


Asp 


Tyr 


Phe 


Ser 


Arg 
160 



Arg Val Ala Ser Glu Pro Tyr Asp Ala Ser Arg Val Ala Ser Phe lie 

165 170 175 



Thr Leu Leu Thr Leu Pro lie Leu Val Leu Arg Glu Phe Leu Lys Leu 

180 185 190 

lie Thr Trp Lys Lys Gly Leu Ser Pro Val His Gly Asp lie Ala Thr 
195 200 205 

Ala Gin Arg Ala Arg lie Glu Leu Cys Leu Glu Asn His Ser Gly Ser 
210 215 220 

Ala Ser Ser Asp Asn Thr Glu Asn Ser Ser Leu Ala Lys Ser Asn lie 
225 230 235 240 

His His Asp Arg Ala His Ser Ser Val Glu Phe Ala Leu Thr Phe Val 

245 250 255 

Leu Asp His Ala Leu lie Pro His Met Asn Val Ala Gly Gly Ala Ala 

260 265 270 

Trp Leu Pro Tyr Cys Val Ser Val Lys Leu Arg Tyr Ser Phe Gly Asp 
275 280 285 

Asn Asn His lie Ala Phe Leu Ala Met Asn Gly Ser His Gly Gly Arg 
290 295 300 

Ala Cys Trp Leu Gin Phe Glu Glu Trp Glu Arg Cys Lys Gin Lys Val 
305 310 315 320 

Ser Arg Ala Val Glu Thr Val Asn Gly Ser Gly Val Ala Gly Glu Val 

325 330 335 

Gly Gin Gly Arg Leu Arg Met Val Ala Glu Met lie Gin Lys Gin Leu 

340 345 350 

Gin Leu Cys Leu Gin Gin Leu Arg Asp Asp Pro Leu Ser Ala Gly Ser 
355 360 365 

Thr Ala Ser 
370 



<210> 69 

<211> 178 

<212> PRT 

<213> Zea mays 

<400> 69 

Thr Arg Pro Asp Asp Pro Cys Pro Tyr Leu Leu Ser lie Trp Thr Pro 
15 10 15 

Gly Glu Thr Ala Gin Ser lie Asp Ala Pro Lys Thr Phe Cys Asp Ser 

20 25 30 

Gly Glu Thr Gly Arg Leu Cys Gly Ser Ser Thr Cys Phe Ser Cys Asn 



104 



Asn lie Arg Glu 
50 

Pro Cys Arg Thr 
65 

Phe Gin Val Asn 



He Asp Val Pro 

100 

Tyr Phe Gly Thr 
115 

Glu He Gin Arg 
130 

Asp Arg Thr Val 
145 

Pro Val Ser Lys 



Glu Glu 



Met Gin Ala Gin 
55 

Ala Met Arg Gly 
70 

Glu Val Phe Ala 
85 

Arg Ser Trp He 



Ser Val Pro Thr 

12 0 

Cys Phe Trp Arg 
135 

Arg Ala Pro Arg 
150 

Val Val Arg Gly 
165 



Lys Val Arg Gly 

60 

Ser Phe Pro Leu 
75 

Asp His Cys Ser 
90 

Trp Asp Leu Pro 
105 

He Phe Arg Gly 



Gly Phe Val Cys 

140 

Pro Leu Tyr Ala 
155 

Lys Lys Pro Gly 
170 



Thr Leu Leu He 



Asn Gly Thr Tyr 

80 

Ser Gin Asn Pro 
95 

Arg Arg Thr Val 
110 

Leu Thr Thr Glu 
125 

Val Arg Gly Phe 



Arg Leu His Phe 

160 

Ala Ala Arg Ala 
175 



<210> 70 

<211> 222 

<212> PRT 

<213> Zea mays 

<400> 70 

Thr Arg Pro Leu Arg Val Lys Lys Leu Gin Gin Glu Ala Ala Arg Cys 
15 10 15 

Leu Ser Leu His Lys Thr Met Glu Leu Gin Pro Glu Leu Ser Leu Gly 

20 25 30 

Pro Val Trp Pro Gly Phe Ala Ala Gly Asp Leu Ala Ala Lys Ser Ser 
35 40 45 

Ser Ser Glu Ser Asp Gly Thr Ser Arg Lys Lys Arg Lys His Tyr Thr 
50 55 60 

Ala Ser Trp Glu Glu Pro Gin Gin Pro Pro Ala Ser Leu Glu Leu Gin 
65 70 75 80 

Leu Asn Asp Pro Leu Pro Leu Asp Trp Glu Gin Cys Leu Asp Leu Gin 

85 90 95 

Ser Gly Arg Met Tyr Tyr Leu Asn Arg Lys Thr Leu Lys Lys Ser Trp 

100 105 HO 



105 



Val Arg Pro Gin 
115 

Ala Ala Ala He 
130 

Ser Asp Asp Glu 
145 

Gly Gly Ser Met 



Met Leu Cys Lys 

180 

Pro Leu Ala Pro 
195 

Asp Ala Ala Val 
210 



Val Gin Ser Val 

120 

Asp Asn Cys Ala 
135 

Asp Glu Pro Arg 
150 

Val Ala Val Pro 
165 

Ser Ser Pro Ser 



Ala Val Pro Pro 

200 

Lys Pro Leu Glu 
215 



Asn Leu Asp Leu 



Ala Asn Gly Ala 

140 

Lys Pro Ala Gly 
155 

Cys Ala Asn Cys 
170 

Cys Pro Asn Cys 
185 

Ala Ala Val Ala 



Thr Leu Ser Leu 

220 



Asn He Ser Thr 
125 

Ala Ala Ala Ala 



Thr Leu Phe Ser 

160 

His Leu Leu Val 
175 

Lys Phe Val Gin 
190 

His Trp Arg He 
205 

Leu His 



<210> 


71 


<211> 


303 


<212> 


PRT 


<213> 


Zea 


<400> 


71 



Met Lys Leu Lys 
1 

He Phe Thr Ser 

20 

Tyr Val Ala Ser 
35 

Trp He He Gly 
50 

Leu Gly Lys He 
65 

Leu Ala Asp Cys 



He Pro Arg Gly 

100 

Asp Lys Ala Thr 
115 

Pro Gly Ala Arg 
130 

Gly Ser Ser Gly 



mays 



Asn Ser Ala Val 
5 

Glu Gly Asn Leu 



Pro Asn Gin Pro 

40 

Asp Val Thr Glu 
55 

Leu Lys Met Leu 
70 

He Gin Leu Lys 
85 

Leu Glu Ala Pro 



Gly Arg Gly Asn 

120 

Ala Ala Asp Gin 
135 

Lys Lys Arg Lys 



Glu Thr Phe Lys 
10 

His Ser Lys Lys 
25 

Gly Ala Val Gin 



Val Phe Asp Arg 

60 

Lys Asn Asn Tyr 
75 

Glu Phe His He 
90 

Gin Ser Lys Pro 
105 

Arg Arg Pro Ala 



Met Gly His Arg 

140 

Ala Thr Ala Asp 



Glu Asn Asn Met 
15 

Met Arg Glu Asp 
30 

Thr Arg Cys Lys 
45 

Ser Thr Trp Lys 



Phe Val He Arg 

80 

Ser Ser Leu Arg 
95 

Phe His Ala Ala 
110 

Asp Gly Ala Leu 
125 

Ala Tyr Glu Leu 



Ala Ser His His 
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145 

Leu Gly Arg Ala 



Asn Pro Asn Gly 

180 

Asp Ala Glu Cys 
195 

Leu Gly Asn Gly 
210 

Leu Pro Asp Asp 
225 

Asp Gly Glu Asp 



Ala Tyr Gly Ser 

260 

Trp Glu Gin Glu 
275 

Ser Asn Glu Glu 
290 



150 

Ala Ala Ala His 
165 

Gly Ser Tyr Pro 



Ser Val Ala Ser 

200 

Gly Asn Ala Lys 
215 

Ala Met Ser Ala 
230 

Asp Asp Ala Ala 
245 

Thr Met Arg Ala 



Ala Leu Leu Thr 

280 

His Leu Leu Gin 
295 



155 

Ser Arg Lys Val 
170 

His Ser Ser Ser 
185 

Cys Ser Val Asp 



Arg Arg Pro Ala 

220 

Cys Pro Cys Thr 
235 

Gly Val His Gly 
250 

Leu Tyr Ala Ser 
265 

Asn Leu Arg Leu 



Leu Arg Arg Leu 

300 



160 

Ala Ala Ala Ser 
175 

Gin Ala lie Glu 
190 

Asp Leu Tyr Arg 
205 

Ala Ala Gly Cys 



Pro Gly Ala Arg 

240 

Leu Glu Leu Glu 
255 

Gly Pro Leu Thr 
270 

Ser Leu Asn lie 
285 

Leu Ser Ser 



<210> 72 

<211> 336 

<212> PRT 

<213> Zea mays 

<400> 72 

Pro Arg Val Arg Arg His Ala Arg His Glu His Asp Arg Ser Gly Asp 
15 10 15 

Trp Ser His Arg Arg Arg Ala Gly Arg Gly Arg lie Pro Pro Leu Arg 

20 25 30 

Leu Leu Ser Phe Asp Ser Leu Leu Pro Ala Ser Asn Pro Ser His His 
35 40 45 

Pro Phe Leu Pro Met Ala Ser Asp Ala Pro Ala Glu Gin Pro Ala Thr 
50 55 60 

Gin Gin Lys Pro Thr Arg Val Ser Leu Ser Tyr Glu Glu lie Ser Lys 
65 70 75 80 

Leu Phe Ser Leu Pro lie Ala Glu Ala Ala Ser lie Leu Gly Val Cys 

85 90 95 

Thr Ser Val Leu Lys Arg lie Cys Arg Thr His Gly lie Val Arg Trp 

100 105 110 
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Pro Tyr Arg Lys Leu Val Ser Gly Lys Ala Gly Asp Asp Thr Lys Gly 
115 120 125 



Pro Asp Ser Asp Lys Ala Asn Glu Leu Leu Glu Val Ser Lys lie Ala 
130 135 140 

Lys Gin Lys Ala Pro Ser Ala Ser Gly Pro Ser Val Val Ser Ser Ser 
145 150 155 160 

Thr Ser Gin Gly Ala Ala Lys Ser Gin Gin Gly Asn Ser Lys Ala Gly 

165 170 175 

Gin Phe Ser Val Ser Pro Pro Thr Gly Lys His Asn Ala Ser Leu Ser 

180 185 190 

Leu Thr His Ser Gin Ala Lys Ala He Pro Cys Tyr Met Asp Asp Phe 
195 200 205 

Lys Tyr Gly Phe Pro Ser Ser Gly Leu Ser Cys Glu Thr Met Lys Trp 
210 215 220 

Trp Gly Thr Ser Ser Asp Thr Asp Tyr Val Pro Thr Lys Asp Gly Ser 

225 230 235 240 

His Glu Pro His Glu Ser Thr Thr His Glu Pro Ser Lys Gly Met Thr 

245 250 255 

Asp Asp Asp Glu Leu Asp Trp Gly Ala Asp Glu Ala Glu Ala Glu Ala 

260 265 270 

Asp Gly Thr Val Thr Ala Glu Ala Ser Ala Gin Leu Cys Ser Leu Arg 
275 280 285 

Arg Lys Ala Val Asp Asp Gly Arg Lys Leu Leu Asn Gly His Asn Arg 

290 295 300 

Arg Gly Gin Glu Phe Ser Arg Leu Asn Lys Arg Gin Lys Thr Ala Leu 
305 310 315 320 

Ala Gin Val Phe Gly Ala Ser Leu Pro Glu Cys Cys He Thr Arg Val 

325 330 335 



<210> 


73 


<211> 


196 


<212> 


PRT 


<213> 


Zea mays 


<400> 


73 



Glu He Asp Pro He Thr Lys Glu Val Leu Ala Thr Pro He Ala Asp 
15 10 15 

Ala Leu Gly Arg Lys Phe Thr Arg Phe Gly His Gin Ala Lys Glu Asp 

20 25 30 



108 



Arg Gin Ala Ala 
35 

Lys lie Phe Gly 
50 

Ala Pro Thr Gly 
65 

Arg lie lie Leu 



Asp Gly Gin Asp 

100 

Leu lie Val Thr 
115 

Gly Tyr Val Ala 
130 

Leu Thr lie Lys 
145 

Ala lie Ala Tyr 



Val Phe Lys Gly 

180 

Lys Ala Thr Val 
195 



He Phe Arg Ser 

40 

Glu Asp Lys Thr 
55 

He Gly Asp Val 
70 

Ala He Ala Glu 
85 

Phe Trp Pro Trp 



Glu Gly Gly Lys 

120 

Leu Ser Leu Tyr 
135 

Pro Ser Leu Leu 
150 

Asp Gin Asp Ala 
165 

Thr Lys Arg Leu 



Glu Asn Gly Asn 



Gly Lys Arg Ser 

60 

Pro Tyr Leu Pro 
75 

Lys His Gly Val 
90 

Phe Val Asp His 
105 

Lys Ala Leu Ala 



Gly Cys Leu Cys 

140 

Pro Tyr Val Gin 
155 

Lys Gly Ser Lys 
170 

Ala Arg Asn Leu 
185 



Val Trp Gin Val 
45 

Gly Gin Tyr Leu 



Thr He Pro Arg 

80 

Lys Pro Pro Glu 
95 

Pro Glu He Pro 
110 

Ala He Ser Gin 
125 

Gly Asn Asp Gly 



Gly Arg Glu Val 

160 

Gly Arg Lys Ala 
175 

Thr Tyr His Ala 
190 



<210> 


74 


<211> 


151 


<212> 


PRT 


<213> 


Zea mays 


<400> 


74 



Pro Arg Val Arg Met Asn Leu Arg Arg Gin Thr Pro Leu Ala Ala He 
15 10 15 

His Ala Ala Leu Ala Ser Ala Asp Ala Met Val Ala Val His Gly Ala 

20 25 30 

Ala Val Thr His Phe Leu Phe Met Arg Pro Gly Ser Val Leu Leu Gin 
35 40 45 

Val Val Pro Val Gly Leu Asp Trp Ala Ala Asp Ala Phe Tyr Gly Lys 
50 55 60 

Pro Ala Gin Gin Leu Gly Leu Glu Tyr Leu Glu Tyr Lys Val Ala Pro 
65 70 75 80 



109 



Glu Glu Ser Ser 



Arg As n Pro Trp 

100 

Val Tyr Met Asp 
115 

Glu Leu Leu Arg 
130 

Ala Ala Ala Ala 
145 



Leu Ala Ala Glu 
85 

Val lie Ser Ser 



Arg Gin Asn Val 

120 

Thr Ala Arg Thr 
135 

Ala Leu Arg 
150 



Tyr Gly Leu Asp 
90 

Arg Gly Trp Trp 
105 

Thr Val Asn lie 



His Leu Lys Asn 

140 



Ser Thr Val Leu 
95 

Glu Met Lys Lys 
110 

Lys Arg Phe Gly 
125 

Thr Thr Ala Cys 



<210> 75 

<211> 356 

<212> PRT 

<213> Zea mays 

<400> 75 

Thr Arg Pro lie Glu Pro Gly Ser Arg Pro Glu Thr Ser Asp Tyr Pro 
15 10 15 

Gin Ser Ser Glu Arg Pro Leu Thr Ala Thr Ser Ser Phe Ser Ser Ala 

20 25 30 

Ser Pro Phe Ser Glu Ser Ser Gin Leu Ala Ser Ser Ser Lys Gin Pro 
35 40 45 

Ala Pro Tyr Leu Pro Arg Asn His Met Gly Arg Arg Ser Phe Met Ser 
50 55 60 

Lys Pro Val Tyr Pro Leu Val Phe Arg Asn Pro Val Ser Glu Ser Glu 
65 70 75 80 

Ala Cys Arg Met Leu Glu Val Gly Asn Ala Gly Arg Ala Thr Pro Ser 

85 90 95 

Asp Asp Ser Gin Ala Ser Pro Leu Trp Arg Arg Ser Leu Ala Ser Pro 

100 105 110 

Asp Leu Lys Phe His Asn Ala Pro Asn Glu Leu Gly Lys Met Glu Thr 
115 120 125 

Ser Pro Glu Pro Asn Thr Ser Ser Arg Arg Glu Gly Phe Arg Trp Ser 
130 135 140 

Asn Ala Ser Ser Tyr Asp Phe Gly Tyr Asp Gly Asp Ala lie Asp lie 
145 150 155 160 

Ser Asp His lie Ser lie Glu Ser Gin Arg Ser Pro Thr Ser Ser Ala 

165 170 175 

Arg Phe Leu Lys Cys Gly Leu Cys Glu Arg Phe Leu His Gin Lys Ser 



110 



180 



185 



190 



Pro Trp Thr Ser 
195 

Ala Val Leu Pro 
210 

Ser Thr Ala Lys 
225 

Arg Ala Thr Asp 



Val Ala Leu Arg 

260 

Gly Gly Asn Ser 
275 

Lys Arg Asn Asn 
290 

Phe Arg Asn Arg 
305 

Lys Glu Leu Phe 



Ser Ser Gly Gin 

340 



Asn Arg He Val 

200 

Cys Arg His Val 
215 

Thr Glu Val His 
230 

Asp Glu Gly His 
245 

Ser Ala Arg Arg 



Gly He Ser Asp 

280 

Ser Ala Val Met 
295 

Phe Lys Lys Gin 
310 

Gly Gly Arg Val 
325 

His Asp Asp His 



Arg Asn Ala Asp 



Phe His Ala Asp 

220 

Glu Pro Pro Cys 
235 

Val Ser Phe Ser 
250 

Asn Leu Ser Leu 
265 

Pro Pro Arg Thr 



Pro Arg Arg Ser 

300 

Phe Pro Phe Lys 
315 

Leu Asn Lys Val 
330 

Arg Gin Gin Ala 
345 



Met Pro Val Ala 
205 

Cys Leu Glu Glu 



Pro Leu Cys Ala 

240 

Glu Pro Leu His 
255 

Gly Thr Gly Ala 
270 

Asp Arg Gly Leu 
285 

Gly Gly Ala Leu 



Ala Arg He Gly 

320 

Gly Leu Ser Leu 
335 

Pro Lys His Asp 
350 



Arg Pro Met Lys 
355 



<210> 76 

<211> 940 

<212> PRT 

<213> Zea mays 



<400> 76 

Met Ala Met Ala 
1 

Ala Ala Leu Ala 

20 

Ala Pro Ser Pro 
35 

Thr Asp Arg Phe 
50 

Val Arg Ala Pro 
65 



Met Ala Arg Phe 
5 

Val Leu Glu Ala 



Thr Pro Arg His 

40 

Trp Glu Tyr Gin 
55 

Phe Asp Leu Met 
70 



Leu Ser Trp Leu 
10 

Thr Val Pro Ala 
25 

Glu Ala Arg Arg 



Glu Gin Ser Asn 

60 

Ser Cys He Asn 
75 



Phe Thr Cys Phe 
15 

Arg Ser Trp Arg 
30 

Phe Glu Gin Lys 
45 

Thr Trp Val Gin 



Gly Thr Cys Thr 

80 
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Lys Val Gly Ser lie Gly Arg Leu Ala Arg Glu Pro Gly Arg His Gly 

85 90 95 



Leu Pro Pro Val Gin Ser Gin Glu Glu Glu Glu Glu Asp Thr Arg Arg 

100 105 110 

Val Gin Gly Asp Gly Ala Glu Glu Asp Pro Val Leu Pro Val Arg Arg 
115 120 125 

Arg lie Ser Leu Thr Arg Met Ser Glu Ser Ser Val Trp Val Thr Gly 
130 135 140 

Gin Ser Gly Ser lie Tyr Glu Arg Phe Trp Asn Gly Val Val Trp Val 
145 150 155 160 

lie Ala Pro His Glu Leu Pro Ala Ser Ala Gly Tyr Ala Thr Ala Thr 

165 170 175 

Phe lie Val Asn Thr Thr lie Leu Ala Leu Ser Glu Ala Gly Thr Leu 

180 185 190 

Tyr Gin Leu Gin Leu Asn Glu His Ala Gin Pro lie Trp Thr Glu Met 
195 200 205 

Ala Phe Asn Ser Ser Gin Gin Ser Ala Asn Leu Gly Leu Lys Thr Gin 
210 215 220 

Ser Gin Ala Met Arg lie Arg Asn Gly lie Val Ser Asn Asp Gly Arg 
225 230 235 240 

Lys Leu Phe Leu Ser lie Met Asn Gly Ser Leu Leu Glu Val Thr Glu 

245 250 255 

lie Gin Pro Leu Arg Trp Asn Tyr His Gly Arg Pro Pro Gly Ala Asp 

260 265 270 

Val Ser Tyr lie Ser Asp Ala Gly Asn Leu Arg Pro Gly Thr Leu Phe 
275 280 285 

Thr Val Ser Ser Thr Gly Asp Leu Tyr Glu Phe Asp Lys Glu Thr Lys 
290 295 300 

Pro Ser Trp Lys Lys His lie Trp Ser Glu Glu Leu Ala Lys Asn lie 
305 310 315 320 

Ser Leu Lys Ser Ser Ala Gly Phe Ala Leu His Gly Leu Ser Gly Ser 

325 330 335 

Asn Ser Val Ser Leu Phe Leu lie Ser Lys Asp Gly Leu Leu Val Glu 

340 345 350 

Arg Arg Leu His Arg Arg Lys Trp Lys Trp Asp Lys His Gly Ala Pro 
355 360 365 

Thr Gly Gin Arg Leu Ser Ser lie Ala Glu Val Gin Lys Asp Glu Leu 
370 375 380 
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Asn Asp Ala Thr Ser Met Phe Leu Thr Thr Thr Thr Gly Lys Val Tyr 
385 390 395 400 



Glu Tyr Gin Phe Pro Lys Tyr Thr Gly Gly Ala Gin Ser Asn Lys lie 

405 410 415 

Arg Gly Gin Trp lie Asn His Met Ser Pro Glu His Ala Lys Val Ala 

420 425 430 

Arg Asn Val Pro Gly Val His Val Gin Val Gly Arg Met Val Phe Pro 
435 440 445 

Leu Asp Asp Gly Arg Leu Gly Glu Leu His Phe Pro Gly Met Gly Gly 
450 455 460 

Thr Asp Phe Gly Pro Ser Ala Gin Ser Thr lie Arg Arg Lys Leu Ser 
465 470 475 480 

Asn Lys Tyr Glu Trp Ser lie Leu Asp Ala Pro Glu Thr Glu Gly Trp 

485 490 495 

Asn Ala Glu Tyr Cys Thr Glu Glu His Gly Pro Thr Asn Cys lie Ser 

500 505 510 

Gly Ala Lys Asn lie Ala Ala Asp Thr Glu Ser Asn Asp Leu Ser Asn 
515 520 525 

Asn Pro Pro Ser Arg Arg Arg Lys Val Glu Glu Lys Gin His Tyr Leu 
530 535 540 

Asn Val Asn Arg Tyr Gin Gin Ser Asp Glu Thr Glu Ser Tyr Asn Phe 
545 550 555 560 

Leu Ser Arg Thr lie Asp Leu Asn Phe His Met Arg Val Met His Ala 

565 570 575 

Asp Arg Ser Leu Phe Leu He Ala Asp Asn Gly Leu Thr Phe Glu Tyr 

580 585 590 

Leu Asn Ser Asn Gly Val Trp Leu Trp Leu Arg His Glu His Val Thr 
595 600 605 

Ala Met Lys Gly Thr Leu Gly Ser Tyr Asn Gly Ser Leu Tyr Leu Val 
610 615 620 

Asp Val His Gly Asn Leu His He Arg Glu Arg Asn Gly Asp Glu Leu 
625 630 635 640 

Leu Trp He Asn Cys Thr Ala Met Lys Lys Gly Arg Gin Val Ala Ser 

645 650 655 

Gly Ser Pro Trp Asp Gly He Pro Gly Leu Leu Arg Arg Val Thr Thr 

660 665 670 

Asp Asp Ala Leu Phe Phe Val Asn Lys Arg Gly Arg Leu Leu Gin Phe 
675 680 685 
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Thr Val Ala Leu Arg Lys Phe Lys Trp Lys Asp Cys His Ser Pro Pro 
690 695 700 

Asp Thr Lys He Ala Phe He Val Asp Gin Glu Val Phe Arg Arg Asn 
705 710 715 720 

He He Phe Val Val Gly Arg Asn Gly Arg Leu Tyr Gin Tyr Asn Arg 

725 730 735 

He Thr Glu Leu Trp His Arg His Tyr Gin Ser Pro His Leu Phe Leu 

740 745 750 

Ser Cys Ser Pro Gly Thr Ala Met Arg Pro Ser Pro Leu Ser Leu Ala 
755 760 765 

Gly Ser Leu Phe Met Val Ser Glu His Gly Gly Leu Val Glu Tyr His 
770 775 780 

Phe Ser Pro Gin Asp Gly Trp Glu Trp Val Glu His Gly Thr Pro His 
785 790 795 800 

Arg Gly Val Thr Leu Val Gly Ala Pro Gly Pro Cys Phe Asp Gly Ser 

805 810 815 

Gin Leu Phe Val Val Gly Ser Asp Gly His Val Tyr Arg Arg His Met 

820 825 830 

Glu Gly Arg Thr Trp Arg Trp Thr Ser His Gly His Pro Pro Ser Glu 
835 840 845 

Pro Ala Ala Val Asp Glu Gin Ser Cys Ala Thr Pro Asp Thr Gly Ala 
850 855 860 

Gly Ala His Tyr Ala Asp Gly Phe Arg Gly Ser Cys Asp Gly Lys Val 
865 870 875 880 

Ala Ala Val Arg Pro Val Pro Phe Ser Glu Asp Ala Val Val Phe Glu 

885 890 895 

Leu Arg Asp Gly Arg Leu Ala Glu Leu Arg Arg Pro Pro Ser Ala Asp 

900 905 910 

Gly Cys Gly Gly Trp Glu Trp Ala Arg He He Gly Thr Pro Ala Ser 
915 920 925 

Ala Cys Met Thr Ser Tyr Trp Thr Ala Val Ala Thr 

935 940 



930 




<210> 


77 


<211> 


556 


<212> 


PRT 


<213> 


Zea mays 


<400> 


77 
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His Ala Ser Gly Thr Met Glu lie Gly Leu Arg Gly Pro Thr Asn Leu 
15 10 15 

Phe Gly His Pro Thr Asp Lys Gin Met lie Glu Leu Asp Gin Ala Leu 

20 25 30 

Ser Gin Trp Asn Thr Asp Phe Asp Lys Val Pro Val Thr Lys lie Ala 
35 40 45 

Phe Gly His Phe Pro Leu Ser Phe Ser Ala Leu Thr Glu Ser Gly Lys 
50 55 60 

Ser lie Lys Asp Val Phe Leu Lys Gin Ser Leu Ala Ala Tyr Leu Cys 
65 70 75 80 

Gly His Leu His Thr Arg Phe Gly Lys Asn Leu Lys Arg Tyr Tyr His 

85 90 95 

Arg Ala Val Gin Glu Ser Ser Leu Ser Glu His Tyr Tyr Gin His Asn 

100 105 110 

Met His Gin Gly Asp Ala Phe Gin Gly Asn Lys Glu Asn Cys Ser Glu 
115 120 125 

Glu Ala Ser His lie Glu Glu Phe Trp Glu Trp Glu Met Gly Asp Trp 
130 135 140 

Arg Lys Ser Arg Ser Met Arg lie Leu Ala lie Asp Asp Gly Tyr Val 
145 150 155 160 

Ser Tyr Thr Asp lie Asp Phe Arg Leu Gly Ser Lys Ser lie lie lie 

165 170 175 

Leu Pro Thr Phe Pro Leu Asp Ser Arg Phe Met Gin Arg Ala Ser Ala 

180 185 190 

Phe Arg Asp Phe Lys Cys His Val Met Gly Ala Ser Ser Phe Asp Thr 
195 200 205 

Val Arg Ala Leu Val Phe Ser Lys His Glu lie lie Ser Val Ser Val 
210 215 220 

Lys lie Tyr Asp Ser Arg Pro Gly Thr Leu Glu lie Val Phe Asp Ser 
225 230 235 240 

Glu Met Lys Arg Val Asp Ser Asn Glu Thr Arg Gly Asn Met Tyr Leu 

245 250 255 

He Pro Trp Asn Trp Arg Ala Phe Glu Asp Ser Ser Pro Ser Arg Tyr 

260 265 270 

Trp Leu Gin He Glu Val Met Asp He Thr Gly Asp Thr Ser Val Ser 
275 280 285 

Gin Leu Arg Pro Phe Ser Val Asn Gly Leu Pro Ala Arg Val Asn Trp 
290 295 300 



115 



Thr Trp Lys Glu Phe Phe Val lie Gly lie Gin Trp Ala Ser lie Tyr 

305 310 315 320 



His Pro Ala Leu 



Val Pro Gin Val 

340 

Ser Leu Cys Ala 
355 

Gly Gly Phe lie 
370 

Trp Leu Leu Leu 
385 

Leu Phe Gly His 



His Lys Gly Trp 

420 

His Ala Gly He 
435 

Phe Val Leu Val 
450 

Arg Thr Ala Tyr 
465 

Asp Asp Tyr Arg 



Asn Gly Arg Trp 

500 

Leu Cys Lys His 
515 

Met Asn Pro Leu 
530 

Leu Met Val Phe 
545 



<210> 78 

<211> 167 

<212> PRT 

<213> Zea 

<400> 78 

Met Ala Gly Ala 



Trp Cys Ala Phe 
325 

Leu Ala Val Val 



Tyr Gly Gly Gin 

360 

Cys Cys Phe Val 
375 

Leu Leu Tyr Ala 
390 

Pro He Thr Glu 
405 

He Leu Lys Gly 



Pro Asp Val Met 

440 

Pro Thr He Val 
455 

Arg Glu His Tyr 
470 

Lys Ser Arg Thr 
485 

He Ser Lys Phe 



Trp Lys Leu Cys 

520 

Leu His Ala Pro 
535 

Ala He Tyr Lys 
550 



mays 



Glu Gly Glu Arg 



Ser Leu He Phe 
330 

Phe Lys Asp Arg 
345 

Arg Thr Leu Leu 



Glu Leu Ser Arg 

380 

He Tyr Leu Val 
395 

Asp Gly Ser Leu 
410 

Pro Ser Ser Ser 
425 

Val He Val Leu 



He Leu Ala Ala 

460 

Leu Ser Arg Ser 
475 

Gin He Glu His 
490 

Leu Cys Leu Leu 
505 

Arg Ala Leu Val 



Val Leu Phe Phe 

540 

Thr Arg Ser He 
555 



Trp Val Gly Leu 



Ser Leu Leu Leu 
335 

Phe Thr Tyr Lys 
350 

Lys Ser Leu Val 
365 

Leu Val Leu Val 



Phe He Pro Trp 

400 

Thr Tyr Met Thr 
415 

Asn Glu Val Val 
430 

Pro His Leu Cys 
445 

Met Ala Ala Glu 



Gly Lys Lys Lys 

480 

Glu Asn Phe Trp 
495 

Cys Val Val Val 
510 

Lys Ala Tyr Ala 
525 

Phe Val Pro Leu 



Ala Thr Asp Phe 
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1 



5 



10 



15 



Ser Glu Gly Ser 

20 

Arg Ala Gly Asp 
35 

Tyr Glu Gin Ser 
50 

lie Pro Leu Ser 
65 

Ala Lys Pro Asp 



Gin Lys Asp lie 

100 

Glu Lys Leu Cys 
115 

lie Gly Ser Arg 
130 

Val Ser Asp Tyr 
145 

Lys Ser Thr Ser 



Arg Ala Ala Leu 



His Leu Leu Leu 

40 

Glu Ala lie Leu 
55 

Glu Phe Ser Asp 
70 

lie Glu Thr Leu 
85 

Val Val Val Val 



Gin Val lie His 

120 

Gly Leu Gly Lys 
135 

Val Val Asn Asn 
150 

Thr Glu Gly 
165 



Arg Trp Ala Ala 
25 

Leu His Val lie 



Trp Glu Ser Thr 

60 

Pro lie lie Ala 
75 

Asp lie Leu Asn 
90 

Lys Val Leu Trp 
105 

Asp Thr Pro Leu 



Leu Lys Arg Val 

140 

Ala Thr Cys Pro 
155 



Ala Asn Leu Leu 
30 

Lys Glu Pro Asp 
45 

Gly Ser Pro Leu 



Lys Lys Tyr Gly 

80 

Thr Thr Ala Thr 
95 

Gly Asp Pro Arg 
110 

Ser Cys Leu Val 
125 

Leu Leu Gly Ser 



Val Thr Val Val 

160 



<210> 79 

<211> 81 

<212> PRT 

<213> Zea 

<400> 79 

Gin Thr Arg Ala 

1 

Lys Lys Gly Leu 

20 

Leu Glu Trp Gly 
35 

Val Ala Gly Gin 
50 

Glu Glu Pro Ala 
65 



mays 



Tyr Leu Ser Asn 
5 

Gly Tyr Thr Leu 



lie Thr Asp Leu 

40 

Lys Leu Tyr Lys 
55 

Trp Lys Gly Arg 
70 



Val Cys Val Ala 
10 

Val Asp Lys Ser 
25 

Tyr Val His Val 



Lys Cys Gly Phe 

60 

Phe Leu Gly Arg 
75 



Lys Glu Leu Gin 
15 

Lys Lys Leu Ala 
30 

Ala lie Asn Asn 
45 

Val Tyr Glu Gly 



Pro Arg Arg Leu 

80 



Leu 
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<210> 80 

<211> 291 

<212> PRT 

<213> Zea mays 

<400> 80 

Met Asn Gly Gly Leu Pro Gly Phe His Asn Ala Pro Ala Ser Lys Ala 
15 10 15 

Val Val Val Ala Ala Gly Leu Phe Ser Val Ala Phe Gly Phe Arg Gly 

20 25 30 

His Ser Leu Asn Leu Gly Leu Ala Tyr Gin Ser Val Tyr Glu Lys Leu 
35 40 45 

Ser Val Trp Arg Leu lie Thr Ser Phe Phe Ala Phe Ser Ser Thr Pro 
50 55 60 

Glu Leu lie Phe Gly Ala Val Leu Leu Tyr Tyr Phe Arg Val Phe Glu 

65 70 75 80 

Arg Gin lie Gly Ser Asn Lys Tyr Ala Val Phe lie lie Phe Ser Thr 

85 90 95 

Met Val Ser Val Leu Leu Gin lie Leu Ala Leu Gly Tyr Met Lys Asp 

100 105 110 

Pro Ser Leu Asn Pro Leu Thr Ser Gly Pro Tyr Gly Leu lie Phe Ala 
115 120 125 

Ser Tyr Val Pro Phe Phe Phe Asp lie Pro lie Ser Met Lys Phe Arg 
130 135 140 

lie Phe Gly Leu Ser Phe Ser Asp Lys Ser Phe Val Tyr Leu Ala Gly 
145 150 155 160 

Leu Gin Leu Leu Phe Ser Ser Gly Arg Arg Ser lie Val Pro Gly Leu 

165 170 175 

Ser Gly lie Leu Ala Gly Leu Leu Tyr Arg Leu Asn Thr Phe Gly Val 

180 185 190 

Arg Arg Leu Lys Phe Pro Glu Phe Ala Thr Ser Leu Phe Ser Gin Leu 
195 200 205 

Ser Leu Pro Phe Ser Ser Asn Pro Tyr Gin Gly Leu Pro lie Thr Glu 
210 215 220 

Asn Asp Gly Ser lie Pro Ser His Gin Ala Arg Gin lie Glu Asp Ala 
225 230 235 240 

Arg Thr Ala Thr Gin Asp Pro Thr Glu Ser Ser lie Ala Ala Leu Val 

245 250 255 

Ser Met Gly Phe Asp Arg Ser Ala Ala lie Gin Ala Leu Ala Leu Thr 
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260 



265 



270 



Asn Tyr Asp Val Asn Leu Ala Ser Asn lie Leu Leu Glu Ala Gin Ala 
275 280 285 

Leu Gin Gin 
290 



<210> 81 

<211> 294 

<212> PRT 

<213> Glycine max 

<400> 81 

Met Asp Ser Ser Cys Val Pro Asn Gly Asp Val Ser Gly Phe Lys Asp 
15 10 15 

Lys Glu Pro Met Val Asp Pro Phe Leu Val Glu Ala Leu Gin Asn Pro 

20 25 30 

Arg His Arg Val Thr lie Leu Arg Met Glu Leu Asp lie Gin Arg Phe 
35 40 45 

Leu Asn Asn Ala Asp Gin Gin His Phe Glu Phe Gin His Phe Pro Ser 
50 55 60 

Ser Tyr Leu Arg Leu Ala Ala His Arg Val Ala Gin His Tyr Gly Met 
65 70 75 80 

Gin Thr Met Val Gin Asp Asn Gly Phe Asn Gly Gin Gly Thr Arg lie 

85 90 95 

Met Val Arg Lys lie Ala Glu Ser Arg Tyr Pro Val Val Cys Leu Ser 

100 105 110 

Glu lie Pro Ala Lys Gin Leu Glu Asp Asp Lys Pro Glu Gin lie Lys 
115 120 125 

lie Ala lie Arg Pro Arg Gin Asn Lys Asn Ser Leu Asn Glu Ala Gly 
130 135 140 

Arg Lys Ser Asn Pro Leu Arg Ser Val Glu Glu Arg Lys Glu Glu Tyr 
145 150 155 160 

Asp Arg Ala Arg Ala Arg lie Phe Ser Ser Ser Arg Ser Cys Asp Ser 

165 170 175 

Asp Asp Thr Leu Ser Gin Thr Phe Thr Asp Glu Lys Asn Ser Leu lie 

180 185 190 

lie Lys Asp Glu Asn Glu Thr Ser Lys Thr Pro Val Val Asp Ser Glu 
195 200 205 

Gin Cys Thr Val Gly Arg Asp lie Ser Ser Thr Arg Val Ala lie Leu 
210 215 220 
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Arg Asp Arg Glu 
225 

Gly Arg Tyr Ala 



Phe Asn Leu Gin 

260 

Leu lie Arg Ser 
275 

Asp Leu Leu Gin 
290 



Lys Asp Arg Ser 
230 

Arg Ser lie Pro 

245 

Gin Val Gin Pro 



Val Arg Tyr His 

280 

Ala Leu 



Asp Pro Asp Tyr 
235 

lie Ser Ser Leu 
250 

Pro Phe Val Gin 
265 

Lys lie Lys Leu 



Asp Arg Asn Tyr 

240 

Asn Leu Met Pro 
255 

Tyr Asp Asn Ala 
270 

His Leu Ala Met 
285 



<210> 82 

<211> 238 

<212> PRT 

<213> Zea mays 



<400> 82 

Ala Arg Gly Ser 
1 

Tyr Leu Thr Ala 

20 

Lys Gin Gly Tyr 
35 

Gly Asn Cys Ala 
50 

Glu Glu Asn Phe 
65 

Ser Ala Val Asp 



Leu Ser Gly Gin 

100 

Trp Met Val Glu 
115 

His Thr Ala Leu 
130 

Thr Ala Asn Gin 
145 

Gly His Leu Tyr 



Ala His Tyr Arg 
5 

Thr Gly Pro Ala 



Asp Asp Gly Leu 

40 

Gly Gly Thr Thr 
55 

Gin Ser Gin Val 
70 

Pro Ala Gin Cys 
85 

Gly Asn Val Phe 



lie Asp Pro Ala 

120 

Gly Arg Phe Arg 
135 

Pro Leu Ala Val 
150 

Lys Phe Val Ser 
165 



Thr Phe Trp Val 
10 

He Ala He Phe 
25 

Gly Glu Lys He 



Pro Trp Gly Thr 

60 

Pro Glu Ala Val 
75 

Pro Leu Lys He 
90 

Gly Leu Ala Gly 
105 

Asn Ala Asn Asp 



His Glu Ala Val 

140 

Tyr Ser Gly Cys 
155 

Ala Asp Thr Val 
170 



Thr Asp Ser His 
15 

Thr Asn Pro Thr 
30 

He Gly Thr Phe 
45 

Val Leu Ser Ala 



Tyr Ala Asp Gly 

80 

Ser Thr Asn Gly 
95 

Asn Lys Tyr Gly 
110 

Tyr Gly Val Lys 
125 

Ala Val Arg Ala 



Asp Arg Thr Ser 

160 

Lys Ser Pro Thr 
175 



120 



Asp Lys Gly Asn 

180 

Lys Phe Asn Ala 
195 

Thr Val Val Asn 
210 

Thr Thr Gly lie 
225 



Ser Arg Leu Phe 



Asp Gly Thr Gly 

200 

Pro Val Arg Pro 
215 

Val Tyr Leu Pro 
230 



Thr Ala Gly Thr 
185 

Glu Trp lie Ala 



Ser Asp lie Ala 

220 

His Pro Asp Arg 
235 



Leu Tyr Gly Ala 
190 

Leu Thr Pro Asp 
205 

Val Asp Ser Ser 



Asn Gin 



<210> 83 

<211> 322 

<212> PRT 

<213> Zea mays 

<400> 83 

Pro Arg Val Arg Val Pro Leu His Arg Met Ser Asp Pro Ala Ala Gly 
15 10 15 

Gly Ala Met Val Pro Ala Ala Gly Arg Gly He Ala Trp Ala Asn Gly 

20 25 30 

Gly Pro Arg Phe Gly Asp Met Val Trp Ala Lys Val Lys Ser His Pro 
35 40 45 

Trp Trp Pro Gly His He Tyr Ser Val Ser Leu Thr Asp Asp Glu Glu 
50 55 60 

Val His Arg Gly His Arg Asp Gly Leu Val Leu Val Ala Phe Phe Gly 
65 70 75 80 

Asp Ser Ser Tyr Gly Trp Phe Asp Pro Ser Glu Leu Val Pro Phe Glu 

85 90 95 

Asp His Phe Thr Glu Lys Ala Ala Gin Gly Gly Ser Ser Arg Ser Ser 

100 105 110 

Phe Ala Ala Ala Val Ala Glu Ala Val Asp Glu Val Ala Arg Arg Ser 
115 120 125 

Ala Leu Ala Leu Leu Cys Pro Cys Asp He Pro Asp Ala Phe Arg Pro 
130 135 140 

His Pro Ser Asp Gly Asn Phe Phe Leu Val Asp Val Pro Ala Phe Asp 
145 150 155 160 

Thr Asp Ala Asp Tyr Gin Leu Asp Gin He Arg Ala Ala Arg Gin Arg 

165 170 175 

Phe Val Pro Arg Lys Ala Leu Asn Tyr Leu Leu Asp Ala Ala Val Thr 

180 185 190 

Gin Arg Asp Ala Ala Glu Lys Ala Ala Arg Thr Val Pro Gly Met Glu 
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195 



200 



205 



Met Ala Ala Leu Phe Leu Ala Tyr Arg Arg Ala Val Phe Ser Pro lie 
210 215 220 

Asp Asn Thr Tyr Ala Gin Ala Phe Gly Val Asp Pro Glu Leu Ala Leu 

225 230 235 240 

Ala Ala Glu Gin Lys Ala Ala Ala Glu Arg Ala Gin Arg Gly lie Asn 

245 250 255 

Asn Thr His Met Leu Asn Ser Ser Cys Thr Val Val Leu Val Thr Val 

260 265 270 

Tyr Leu Lys Leu Met Gly Lys Gin Cys Ser Tyr Cys Phe Tyr Arg Ser 
275 280 285 

Ser Asn Asn Tyr Phe Asp Val Asn Asn Gly Val Asp Leu lie Gin lie 
290 295 300 

Val Ser lie Ser Leu Leu Phe Asn Cys Trp Leu His Phe Phe Tyr Gin 
305 310 315 320 

Arg Glu 



<210> 84 

fu <211> 187 

C! <212> PRT 

45 <213> Zea mays 



si i 



<400> 84 

His Ala Ser Glu Ala Ser Ala Ala His Leu Thr Asn Tyr Gly Asn Met 
15 10 15 



H Val Ser Ala Gin Glu Arg Ser He Gin His Thr Ala Tyr Asn Pro Glu 

M* 2 0 2 5 3 0 

Val Thr Leu Asn Leu Pro Pro Pro Pro Pro Leu Pro Thr lie Pro His 
35 40 45 

Ser Ser Ala Thr Leu Gin Ser Gin Gly Gly His Ser Leu Pro Ser Gin 
50 55 60 

Thr Asn Gin Gin Leu Tyr Gin Pro Glu Gin Tyr Tyr Val Pro Gin Asn 
65 70 75 80 

Asn Tyr Gly Pro Leu Val Pro Val Ser His Ser Asn Leu Gin He Ser 

85 90 95 

Asn Thr Asn Asn Pro Thr Leu Thr He Pro Gin Val Asn Pro Gly Pro 

100 105 110 

Pro Thr Asn Asn Gin He Gly Asn Leu Ala Gin Pro Gin His Ser Met 
115 120 125 
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Pro Leu His Val Asp Arg Ala Ser 
130 135 

Gin Gin Asn Arg Gly Pro Gly Ala 
145 150 

Ser Lys Lys Tyr Gin Ala Thr Leu 

165 

Gin Leu Gin Gin Arg Gly Ser Gly 

180 



Gin Asp Phe Ser Ser Gin Gly Gin 

140 

Ala Gin Ala Pro Glu Glu Asp Lys 
155 160 

Gin Leu Ala Gin Asn Leu Leu Leu 
170 175 

Asn Gin Ser 
185 



<210> 


85 


<211> 


258 


<212> 


PRT 


<213> 


Zea mays 


<400> 


85 


His Ala 


Ser Asp Pro 


1 


5 



10 15 

Asp Pro Gin Ser Leu He Gin Tyr Leu Ala Tyr Gin Asp Leu Cys Val 

20 25 30 

Val Ser Glu Cys Asn Leu Glu Pro Trp Arg Arg Ala Ala Phe Phe Glu 
35 40 45 

Glu Ser Gly Glu Thr Tyr Arg Arg He Val Thr Ala Cys Leu Lys Pro 
50 55 60 

Leu Glu Glu Phe Thr Ser Lys He Ala Glu Ala Leu Glu Gly Phe Ser 
65 70 75 80 

Ser Asp Gin Pro Glu Leu Met Leu Gin Gin Ser Arg Leu Phe Ser Ala 

85 90 95 

Phe Asp Asp Ser Gin He Cys Thr Trp Cys Ala Arg Thr Leu Ala Gly 

100 105 HO 

Leu Thr Ala Arg Ser Arg Lys Glu Asp Arg Tyr Gly Val Ala Gin Leu 
115 120 125 

Thr Gly Cys Asn Ala Ala Val Met Thr Thr Leu Leu Ser Ala Leu Val 
130 135 140 

Ala He Glu Thr Cys Leu Gly Lys Lys Thr Asn Pro Gin Pro Val Arg 
145 150 155 160 

Ser Leu Gly Pro Glu Asn He Arg Trp Thr Asn Leu Ser Thr Gly Arg 

165 170 175 

Lys Gly Asn Gly Val Ala He Ala Ser Thr Gin Lys Ser Gly Leu His 

180 185 190 

Lys Lys Ala Tyr He Met Ala Asp Val Leu Arg Thr Ser Val Tyr His 
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195 



200 



205 



lie Leu Ser Ala 
210 

Ser Leu Glu Lys 
225 

Ser Gin Ala Val 



Phe lie Asp Asp 

215 

Asn Trp lie Ser 
230 

Leu Val Gin Lys 
245 



Leu Gin Ala Asn 

220 

Glu Gly Arg Lys 
235 

Leu lie Leu Phe 
250 



Ala Lys Pro Ser 



Pro Val Tyr Gly 

240 

lie Glu Tyr Arg 
255 



Ala Val 



<210> 86 

<211> 288 

<212> PRT 

<213> Zea mays 

<400> 86 

Gly Leu Glu Glu Glu Asp Gly Glu Glu Ala Ala Pro Ala Ser Pro Trp 
15 10 15 

Ala Glu Ala Asp Ala Gin Ala Gly Gly Ala Glu Ala Gin Thr Glu Val 

20 25 30 

Leu Gly Ala Gly Glu Pro Asp Leu Glu Ser Lys lie Val Ala lie Arg 
35 40 45 

Asp Phe Leu Glu Asp Pro Asn Gin Pro Glu Asn Glu Leu Val Ser Leu 
50 55 60 

Leu Gin Asn Leu Ala Asp Met Asp Val Thr Tyr Asn Ala Leu Gin Glu 

65 70 75 80 

Thr Asp lie Gly Arg Gin Val Asn Gly Leu Arg Lys His Pro Ser Ala 

85 90 95 

Glu Val Arg Arg Leu Val Lys Gin Leu lie Arg Lys Trp Lys Glu lie 

100 105 110 

Val Asp Asp Trp Val Arg Leu Asp Asn Ser Gly Gly Asp Gly Ser Ala 
115 120 125 

Ser Val Met Thr Asp Gly Asp Ser Pro His Lys lie Gin Gly Arg Ser 
130 135 140 

His Gin Ser Pro Arg Val Ser Gly Phe Gin Tyr Ser Pro Ser Pro Gin 
145 150 155 160 

Arg Phe Asn Gly Ser Thr Ser Glu Met Ala Asn Asn Gly Phe Glu Ser 

165 170 175 

Thr Met Asp Ala Lys Arg Arg Ala Ser Pro Val Pro Ala His His Asn 

180 185 190 
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Ser Arg Gin Met Asn Asn Asn His 
195 200 

Thr Ser Ser Ala Pro Ala Phe Ser 
210 215 

Lys Gin Ser Leu Val Asp Leu Asp 
225 230 

Leu Gin Glu Asn Tyr Gin Glu Ala 

245 

lie Gin Val Met Asp lie Asn Asp 

260 

Ala Phe lie Arg Lys Ser Gly Ser 
275 280 



His Ser Thr Thr lie Thr Thr Ser 

205 

Val Gin Lys Val Thr Arg Glu Gin 

220 

Arg Leu Asp Ser Ala Arg Lys Arg 
235 240 

Gin Asn Ala Lys Lys Gin Arg Thr 
250 255 

lie Pro Lys Pro Lys Ser Arg Asn 
265 270 

Gly Gly Leu Pro Ala Arg His Arg 

285 




"ESS 
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